logo

NTDB id 1170343 ACLV7D RS01550 WP 218764450.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1170343 ACLV7D RS01550 WP 218764450.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1170343 ACLV7D RS01550 WP 218764450.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1170343 ACLV7D RS01550 WP 218764450.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

LA

NI LLLLLYT K s T e S L TR

MNKKTRQTLIGLLVLLLLSEIGSYYIKQUE® L

L

Q Q
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFTIYV|
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIYV|

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFTIYV|

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV|
N 11 T I

TSNS TR ROKRRE L T

NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH

L) ETEANT

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEISTGONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE

LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
L bbb rrrrrrrrrrrrrrrrrrrrrnd

SO LIV LRV

AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
PErrrr et

X non conserved
B similar
>50% conserved
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