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T VTR s YEE&FNSV%EKEQKKEE\/AID ELCE B0

GE/RE TR TD G Q SPMEMRIAN CY TENKINNGK . 129
GEISBTEAUETL TDGQSYMMRIIN CYTENKINYGK . 129
TILVTRVR T3 137
TIHLVTRVR T 137
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Tork |

X non conserved
B similar
>50% conserved



