
logo MKADEKLFLKKERKSKQRARFNRTAKTERCLAGKYLSRYVLFNDHFVI LFVLLVFLLGFLVALYVQYSQLLKQRDHFPEKNHPWPAI LI LFGVLGL IVTLSCVLLLLPLFWGGNIATYMLEAP
NTDB id 1170302 ACLV7A RS07790 WP 411864030.1 MKDLFLKRKQAFRKECLGYLRYVLNDHFVLFLLVLLGFLAYQYSQLLQDFPENHWPILLFVGITSVLLLLWGGIATYMEA 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !**!!**!***! *!**!*!!!*!!!!*!*!!*!!!!***!!!!!!**!!*!*!*!*!*******!!**!!*!!!!*!*
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NTDB id 1170302 ACLV7A RS07790 WP 411864030.1 PDKLFLLVGEEEIKLHLKRQTDISLVFWLFVQTLFLLLFAPLFLAIGYGLPVFLVYVLLLGVGKYFLFRQKASKFYTETG 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!!**!!!*!!!***!*!**!*****!!***!!!***!**!!!!!*!****************!*!*!**!!**!!***!

logo LNWDTDKYVAI SAAGQESNKRKQQVSLI LRKFFASLFTQNVKGI STNSSVKRRGAYLDFGI LKARVTQKKVDPKEGKHKYI
TWQYNLYLRSAYFLRNSGDLYVFALSLRLLFLALST

NTDB id 1170302 ACLV7A RS07790 WP 411864030.1 LNWDYVISQESKRKQVLLRFFALFTQVKGISNSVKRRAYLDFILKAVQKVPGKIWQNLYLRSYLRNGDLFALSLRLLLLS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !!!* *!**!*!!*!**!*!!*!!!*!!!!**!!!!!*!!!*!!!***!** *!*!!!!!**!!*!!**!!!!!!**!*
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NTDB id 1170302 ACLV7A RS07790 WP 411864030.1 LLAQVFIEQAWIATAVVVLFNYLLLFQLLALYHAFDYQYLTQLFPLDKGQKEKGLQAVVRGLTSFVLLVELVVGLITFQE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLIT...QIVLVLTLVQAICLFDL 317
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLIN...QIVLVMTLIQALCLFDL 317
consensus !!********!*!***!!*!*!!!!!!!*!!***!*!!****!*!**!******!**** **!!***!******!**

logo KLFASLLAI L ILVGAIVGMLVLLSVLLVYLPYAQKVLKRKQMMI LDD
NTDB id 1170302 ACLV7A RS07790 WP 411864030.1 KLALLALLGAGLVLLVLYLPYQVKRQMLD 349
NTDB id 474 HSISS4 RS07765 WP 418080400.1 KFS.LILVGIMLVLSLVYLPAKLKKMID. 344
NTDB id 482 STER RS07725 WP 011681529.1 KFS.LILIGVMLVLSLVYLPAKLKKMID. 344
consensus !** !*!*!**!!!***!!!***!****
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