
logo MLDLLMKTQNTVI FETSRSDPFLI FLIRL I LLAGVFLI IL I LLFFYVFVI
T
F
LLNLYLREENYRKRNDNNIRQVLKQLINAQKVRKSDL ITAGHDYTSDKKVLKDVMEQDGNGSDELI STENLIVTNNVL

NTDB id 375 SMU RS06880 WP 002262929.1 .....MTNVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNV 75
NTDB id 1170288 ACLV7A RS04820 WP 176139155.1 MLDLLKQTIFTRDFIFILILLGFIL.....VVTLLLLENRRDNIRLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNL 75
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFIL.....VVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNL 75
consensus *********!*****!**!!!**** ****!*******!***!!*!*!!**!!*!*!***!*****!******!!*

logo NDLSEVFIRLTHQENLAEQEKSNKRLTNS I LSFYMTDGVLATDNRSRGKQITIVMINDMTAQKKQLNGVLTVRKEQDAVLENCRNS I LDE I
LLDKIDEDEDNSYTEYLNRDL I

NTDB id 375 SMU RS06880 WP 002262929.1 NDLSEVFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLI 154
NTDB id 1170288 ACLV7A RS04820 WP 176139155.1 NDLSEVIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEEDYELRDLI 155
NTDB id 414 AAK55818.1 838..2187( ) NDLSEVIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLI 155
consensus !!!!!!*!!!*!!!*!!**!!*!!!*!!!!!!!!!*!*!*!**!!!*!*!!!****!**!***!!**!**** !***!!!

logo TKQTSPE I
L
V
LLTDRSRQDEIVYNDGEFYI

L
N
S
TLR I

VRFALNIRRESGF I SGL IVAVLHDATTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD
NTDB id 375 SMU RS06880 WP 002262929.1 TKTPEIVLTRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 234
NTDB id 1170288 ACLV7A RS04820 WP 176139155.1 TQSPELLLDSQDVNGEYLSLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 235
NTDB id 414 AAK55818.1 838..2187( ) TQSPELLLDSQDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 235
consensus !**!!**!***!***!***!!*!!!!*!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 375 SMU RS06880 WP 002262929.1 DGALTESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDY 314
NTDB id 1170288 ACLV7A RS04820 WP 176139155.1 EGALCETVAPDFIKVSLDETNRMMRMVTDLLHLSRIDNATSHLDVELINFTAFITFILNRFDKMKGQE.KEKKYELVRDY 314
NTDB id 414 AAK55818.1 838..2187( ) EGALCETVAPDFIKVSLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE.KEKKYELVRDY 314
consensus *!!!*!*!!!*!!!!!!!!!!!!!!!*!!!!*!!*!!!*!!!!!!!!*!!!!!***!!*!!!****!* **!*!!**!!!

logo PDIKNSVIW I
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VDNI LNNAIKYSPDGGKVITI
V
T
RMQKTTDETDQLMI LS I SDQHGLGIPKKQDLPLR I FDRFYRVDKRARSRAQ

NTDB id 375 SMU RS06880 WP 002262929.1 PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ 394
NTDB id 1170288 ACLV7A RS04820 WP 176139155.1 PINSIWMEIDTDKMTQVVDNILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQ 394
NTDB id 414 AAK55818.1 838..2187( ) PINSIWMEIDTDKMTQVVDNILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQ 394
consensus !**!*!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!**!*!!**!*!!!!!!*!!!!!!*!!!*!!!!!!!!!*!!!!!!
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logo GGTGLGLAS IAKE IVIKQHKGF IWANKSEEYGEKGSTFTIVLPYEDNKDNADVAKI
E
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NTDB id 375 SMU RS06880 WP 002262929.1 GGTGLGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
NTDB id 1170288 ACLV7A RS04820 WP 176139155.1 GGTGLGLSIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAVKEEVWEDEVED. 449
NTDB id 414 AAK55818.1 838..2187( ) GGTGLGLSIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
consensus !!!!!!!*!!!!!*!!!!!!!!!*!!*!*!!!!!!!!!!**!******!!*****
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