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NTDB id 32 MW RS07995 WP 000472256.1 I
NTDB id 16 SA RS07765 WP 000472256.1
NTDB id 588 KW2 RS10845 WP 051303741.1 Q
NTDB id 431 SGO RS09410 WP 012130940.1
NTDB id 396 FSA28 RS09395 WP 002263437.1 V@V AFTL EMLVVLLIIS LLLLFVPNLTKQK K TG AVVKVVESQAEL YLKl
NTDB id 387 SMU RS09025 WP 002263437.1 VBJV . AFTL EMLVVLLIIS LLLLFVPNLTKQK K TG AVVKVVESQAELYLK
NTDB id 460 GPW51 RS00790 WP 011921720.1
NTDB id 272 KZH43 RS09255 WP 000738626.1 KVKAFTLVEMLVVLLIISVLLLFVPNLTKQKEAV
NTDB id 231 SPD RS09885 WP 000738626.1 INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV
NTDB id 197 SPR RS09420 WP 000738626.1 INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV
NTDB id 162 SP RS10370 WP 000738627.1 INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV
NTDB id 530 SMSK321 RS09230 WP 000738643.1 INKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAV
NTDB id 1170254 ACLV7A RS01090 WP 000738649.1 INKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAV .
NTDB id 502 SM12261 RS00955 WP 000738641.1 INKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAV DKGIJAAVVKVVESQAELYRL KNP
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NTDB id 32 MW RS07995 WP 000472256.1 EDIFKAKTCKSGETITIS NGEA AN 103
NTDB id 16 SA RS07765 WP 000472256.1 SRIE DI I/l FIRKIAANK TCKSGETITIS . NGEA AN 103
NTDB id 588 KW2 RS10845 WP 051303741.1 116
NTDB id 431 SGO RS09410 WP 012130940.1 105
NTDB id 396 FSA28 RS09395 WP 002263437.1 104
NTDB id 387 SMU RS09025 WP 002263437.1 104
NTDB id 460 GPW51 RS00790 WP 011921720.1 93
NTDB id 272 KZH43 RS09255 WP 000738626.1 ASLIIKLQADGIRIITEEQAKAYK BHKND 108
NTDB id 231 SPD RS09885 WP 000738626.1 ASLIIKLQADGHITEEQAKAYK HKPND 108
NTDB id 197 SPR RS09420 WP 000738626.1 ASLIIKLQADGBEITEEQAKAYK HKWUND 108
NTDB id 162 SP RS10370 WP 000738627.1 HK\YND 108
NTDB id 530 SMSK321 RS09230 WP 000738643.1 ASLEKLQADGIIITEEQAKAY] HKPIND 108
NTDB id 1170254 ACLV7A RS01090 WP 000738649.1 [INB#SIENaFNDRiMEHA{V VIV TVAD. 107
NTDB id 502 SM12261 RS00955 WP 000738641.1 ASLEKLQADGBEITEEQAKAYK TVAD. 107
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