logo

NTDB
NTDB
NTDB
NTDB

id 1170201 ACLV7Z RS03615 WP 218774217.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1170201 ACLV7Z RS03615 WP 218774217.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1170201 ACLV7Z RS03615 WP 218774217.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1170201 ACLV7Z RS03615 WP 218774217.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1170201 ACLV7Z RS03615 WP 218774217.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1170201 ACLV7Z RS03615 WP 218774217.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

AL

ST T@WN LR

BTN BT DéKé\EA N ;NKDFSN\/

AEDWSVSKDGLTYTYK RKPEIKW TSEGEEYAJJVTANDFVTGLK)AADI¥K 18 YLVQDS AGLpDY GEEEIDF SHVG
VAEDWSVSEDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAADGKAG YLVQDSIAGLSDYLSGEINKDFSNVG
VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVG
VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVG

W VR R e

VKA DDNT QYTLEMWPEPYWNSKTTE LEPVNEIDFLKSKGWDFGKERYDP SILYNGPFL K L|jJ KS|IERgMKN|Y

VKAIDDYTLQYTLKIPEPYWNSKTTY[ELLEPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELIWKNE YWD
VKAID YTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNERYWD
VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD

AR ST TR )

o R

j§ DEEK|SST[MNA LNK FRQAINFAMDRENAY{€ Qpy GIRDGATI@| RNL|JVPIRFVSIBEEKFG  VESKMUAY GIJEW[QG

KTDWEK STKKALLNKDFRQ INFAIDRWAYQSQ NGKDGAPLA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV
KTDYEKSSTKKALLNKDFRQAINFAIDRIMAYQSQINGKDGATLA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGYV|
KTDFEKSSTKKALLNKDFRQAINFAIDRIMAYQSQINGKDGATL RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGYV|
Aok b ok b bokok Dok DD Dok DD ok DD DD DD Dok Dok Do D1 Dok |1 Dok | ook D1 Dok Dok | Dbk Dokoke | Dok | Dok | Dok ]k

BUDUNHE a0 1 LS K&N\/ﬁ\ SN s SEN D

159
158
158
158

238
238
238
238

318
318
318
318

398
398
398
398

478
478
478
478



logo

NTDB id 1170201 ACLV7Z RS03615 WP 218774217.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 1170201 ACLV7Z RS03615 WP 218774217.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 1170201 ACLV7Z RS03615 WP 218774217.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

Gl

il YLAAN/W\ R HTTSETRE 00l H&DYDAL{ |

NATLNAANAAAEDWDISNGVIW PDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALL SAASET D
ENYTLNAANAAAEDWDISNEV WAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD

LNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWL
LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL
LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL

SN

KEKKASNEKAQKDLEKHVK I
KEKKESNEKAQKDLEKHVK|EI:Y
KEKKESNEKAQKDLEKH VKT
I

X non conserved
B similar
>50% conserved

556
558
558
558

633
637
638
638



