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MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKIWEYPVWYALRELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSII[J4ASHCDSCQTRLRPLDLIPILSQVENRFRCRYCKIA

jgYP WYALFELGLG
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LLFLEYSWOLSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVIFLALGILAHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIA[SGWNLVMVJJFL LGI AHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

L OGSV

FLASCALVFSHTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJJCVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASPEIGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLATC ITFGKLLLYV 219
BN

K non conserved
B similar
Bl >50% conserved
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