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NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 MKKSQVLAVAGATLLASGVLAACSNTSSSNAKLAKDYQYVYQTDPETLDYIVSNIDSTSFITTNAVDGLLANDKYGNLVP 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSST...SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVP 77
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
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NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 SIAESWTVSKDGLTYTYKIRKDAKWVTAEGEEYAPVTAKDFVTGLKHAVDGKSKGLSIVSSSIKGLEAYIKGETSDFSTV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
consensus !*!!*!*!!*!!!!!!!!!!!**!!*!**!!!!!*!!!!!!!!!!!!!*! !******!**!!*!!**!**!***!!!*!

logo GVKALIDEDQYTLEQYTLNKKQPETPFYWNDSKTTSYGSVLLMSFPVNEEDFLAKSNKGEKGDFGAKPSTDAPNTS I LYNGPFVLLKASVLTPAKSS I EMLATVKNDEANHYW
NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 GVKALDDQTLEYTLNQPETFWNDKTTSGVLMPVNEEFLASKGEGFGAPTDANSILYNGPFVLKAVTPKSSIEMAKNDAYW 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYW 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
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logo DKEKNVKHI
F
E
D
N
A
V
IKLFTSFYW

YDGKSDQEDVAI
L
A
E
V
K
RGFSTDGQAYNSKLFAR I

V
Y
FPTSSTNYESAKSYVAEAKDKFYKDNI FYFYNTEAPGAGSVTASTAVI SGLVINLYIGDRTQSYNKFHYSTA

NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 DKENVKIENVKFTFWDGKDQDVIAKGFSDGQYSKARIFPTSSTYEKYAADFKDNIYFNEPGAGVATVSLNYGRTSYNHTA 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSA 317
NTDB id 324 STU RS16140 WP 011226306.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTA 317
NTDB id 292 STER RS06940 WP 011681419.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTA 317
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NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 KTSDAQKTSTQKALLNKEFRQALNFAVDRNSYSAQTNGTDGAAVAIRNTFAPYNL.QVGKKTFGELVQESLAKTNSSTWA 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSS.YGDEWS 396
NTDB id 324 STU RS16140 WP 011226306.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSS.YGDEWS 396
NTDB id 292 STER RS06940 WP 011681419.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSS.YGDEWS 396
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NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 KVSLADSQNGLYNEEKAKEVFAKAKSSLQAEGVEFPIHLDALVIQESTAVVNRVQSLKQSIEKVLGSDNVVVDLQQMTQA 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSD 476
NTDB id 324 STU RS16140 WP 011226306.1 GVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSD 476
NTDB id 292 STER RS06940 WP 011681419.1 GVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSD 476
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NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 EALPISFSAPTAKEQDWDIHTLLGWNPDYQDPSTFLDQFVIKG.GNTRLYLGIDQNTDASVVSKLALADYGKLLDDANSE 558
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNN.AAAAQVGLKDYDALLDSAASE 555
NTDB id 324 STU RS16140 WP 011226306.1 DLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNN.AAAAQVGLKDYDALLNSAASE 555
NTDB id 292 STER RS06940 WP 011681419.1 DLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNN.AAAAQVGLKDYDALLNSAASE 555
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VTKEKEYEKQAS
NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 NQDVQKRYEKYAVAQAWLTDNALTIPVMASPKETAVSYVSKVLPFSSSYSESGLKGENSGYLKYTEVGEKAITKEEYEKA 638
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TTDLNARYDRYAQAQAWLEDSSLVIPLTVGNG..AAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQS 632
NTDB id 324 STU RS16140 WP 011226306.1 TSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNG..AAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQS 633
NTDB id 292 STER RS06940 WP 011681419.1 TSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNG..AAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQS 633
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logo REKWLKEKAKAESNEKAQKEDLAESKHVK
NTDB id 1170188 ACLV7Z RS02005 WP 218774184.1 REKWLKEKAESNEKAQKELASHVK 662
NTDB id 475 HSISS4 RS07005 WP 021143809.1 REKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 REKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 REKWLKEKKESNEKAQKDLEKHVK 657
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