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NEKDYTWDLSTTI FYAPTDAQADWEETAELYEKDSLTTVEQDQLEKKTAVASAQYAEGHLLDSADKNSLLEGAITEFLSYLMESLMEMRQRLMEKI

LYVYAHSMKND
NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 MVLQRNEINEKDTWDLSTIYPTDQAWEEALKDLTEQLETVAQYEGHLLDSADSLLEITEFSLEMERQMEKLYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! ** !! !!!!*!!**!! !! ! ! !!!!!!! !! !! * * ! *!!*!!!!*!!!!

logo QDTRTEVAGKLYQEYQYAKAMSNTLYSQI
L
D
S
E
QAFASFYFYEPEFMAE I

L
D
S
D
EKKQLYADEFKLEAQEQPGKLGQLVYDQHYFDEKRLLAQGNKDHVLSQERAEEELLAAGA

NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 QDTREAKYQEYYAKAMTLYSQIDQAFSFYEPEFMEISEKQYADFLEAQPKLQVYQHYFDKLLQGKDHVLSQREEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! * !!!! !!! !!!!* !! **!!!!! * *! !*! ! ! ! *! !!!**!! !!!!!!! !!!!!*!

logo GDE I FGNGSAPSTDETFANI
VLDNADI LVFPW

YVLSDDGDQGDKEVVEQLSTHGNTFYI
T
R
TLMESKDNRDE I

VRKRGAYEQALMYAGTYEQFQHTYAKQTLQGTNVVKVHQ
NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 GEIFGSASETFAILDNADIVFPYVLDDDGKEVQLSHGTYTRLMESKNREVRRGAYQALYATYEQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ***!! *!!!!!!*!!*! ! ! ! !*!! * !!!!! !**!*!!! !*!*!!!!!!!!!! !!! !!!*

logo NYQRAKVRHNYKNSARHAALAANF IVPESVYDNSLLVAEASVNRKHLPLLHRYLDELRKSKI
VLGI
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D
S
D
ELKMYDVYTPLSESTVETYASFLTYEQEASLK

NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 NYRAKVRNYKSARHAALAANFVPESVYDNLVAAVRKHLPLLHRYLELRSKILGISDLKMYDVYTPLSSVEYSFTYQEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!*! !!!!!!!!!!!*!!!!!! !* ! !!!!!!!!!!*!! !*!!* *!!!!!!!!!!! ! !! ! !!

logo KAEDEAVLAI
V
F
LGEDEYLSKSGRVHKARAFSTERWIDVHYEPNKQGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 KAEDALAVLGEDYLSRVKRAFSERWIDVYENQGKRSGAYSGGSYDTNAFMLLNWQDNLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!* !!* !!*! !* !!*!!!!!!**! !!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLEKEVEKDDEKTRFAI LNHNFYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI
VLTASDF

NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 QPYVYGDYSIFLAEIASTTNENILTEKLLEEVEDDETRFAILNNFLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLTSDF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!!**!!!!*!!!!!!!!!!!!!!!!! !! ! *!! !!

logo
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MNKLYADLNEQEKYYGNLKSAKEDNPYE IQFYEWAER IPHFYMYNYYVYQYASTGFAAASAYLAEKIVHGSTEQEDKRDEARYI

L
D
TYLKAGKSSDYPL

NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 LNKLYADLNQEYYGLSKEDNPEIQYEWARIPHFYYNYYVYQYSTGFAAASALAEKIVHGSQEDRDRYIDYLKAGKSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *!!!!!!!! !! ! !!!*!!!*!! !!!!!! !!!!!!! !!!!!!! !!!!!!!!* !!** !* !!!!! !!!!!



logo

E
NVI

M
K
RKAGVDMETKNETDYLDNADAFAKVFEDRRLNVEFLEALVEKGLGVHLALS

NTDB id 1170127 ACLV65 RS06100 WP 218773966.1 NVMRKAGVDMEKEDYLNDAFAVFERRLNEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !**!!!!!! !!! !! !!! !! ! !!!!!! * *
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