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NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTTQGQAQFEQLVQQV 80
NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTPQGQAQFEQLVQQV 80
NTDB id 599 KW2 RS05940 WP 021037268.1 .....MITNFD.LFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYKNQDV.......KKLRADY 67
NTDB id 407 SMU RS04605 WP 002262865.1 ......MDNFQ.LFKLKKAGLTNLNILNIIDYEERTQKSLSLRDMAVVSKNKKPLIFMEHYKNLDS.......KALRKEF 66
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLEKEF 68
NTDB id 1170121 ACLV65 RS04580 WP 411864661.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGGIADISGCRNPAVFMERYFQIDD.......EHLEKEF 68
NTDB id 267 KZH43 RS05590 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 226 SPD RS05990 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 192 SPR RS05715 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 157 SP RS06205 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 497 SM12261 RS05565 WP 000705318.1 ....MKITNYE.IYKLKKSGLTNQQVLAVLEYGENVDQELLLGDIAEISGCRNPAVFMERYFQIDD.......AHLEKEF 68
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NTDB id 1073 ABD1 RS00865 WP 015451369.1 RQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYG 160
NTDB id 1043 H0N27 RS16615 WP 168727007.1 RQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYG 160
NTDB id 599 KW2 RS05940 WP 021037268.1 KKFSS..FSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVT.ELNQSFTIVSGLAKG 144
NTDB id 407 SMU RS04605 WP 002262865.1 NRFPS..LSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQ.DLSKQFVIISGLARG 143
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KKIPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQ.GLENELVIVSGLAKG 145
NTDB id 1170121 ACLV65 RS04580 WP 411864661.1 KKFPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 267 KZH43 RS05590 WP 000705306.1 QKFPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 226 SPD RS05990 WP 000705306.1 QKFPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 192 SPR RS05715 WP 000705306.1 QKFPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 157 SP RS06205 WP 000705306.1 QKFPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 497 SM12261 RS05565 WP 000705318.1 QKFPS..FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
consensus ***** ****!**!!**!******!***!**!****!**!**!*!!!!*****!********* *******!*!!!!*!

logo IDETASAHLQMS
G
A
S
A
I
S
L
K
Q
A
S
T
N
K
H
G
T
Q
G
A
P
R
KTIAVTIGTGLDI

T
V
H
T
FYPLAKEQANRKKR I

LAQEDHYLI SALGAQKNYNDQGHALLIV I
L
T
SEFYESLGALPQGSTEKPQPLQKQYFHFPERARNR IVI SAGLSCQLRGVMVLIVVAEA

NTDB id 1073 ABD1 RS00865 WP 015451369.1 IDEAAHQGAS.AHQRTIAVTGTGLDTTYPAQNKKLAEYILAQNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEA 239
NTDB id 1043 H0N27 RS16615 WP 168727007.1 IDEAAHQGAS.THQRTIAVTGTGLDTTYPAQNKKLAEHILAKNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEA 239
NTDB id 599 KW2 RS05940 WP 021037268.1 IDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLA.KYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEA 223
NTDB id 407 SMU RS04605 WP 002262865.1 IDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIA.KNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEA 222
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIS.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 1170121 ACLV65 RS04580 WP 411864661.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIG.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 267 KZH43 RS05590 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIG.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 226 SPD RS05990 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIG.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 192 SPR RS05715 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIG.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 157 SP RS06205 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIG.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 497 SM12261 RS05565 WP 000705318.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIG.NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
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NTDB id 1073 ABD1 RS00865 WP 015451369.1 TLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQTEEANTNTPEI 319
NTDB id 1043 H0N27 RS16615 WP 168727007.1 TLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQTEETNTNTPEI 319
NTDB id 599 KW2 RS05940 WP 021037268.1 KLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN..................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 KIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF...................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
NTDB id 1170121 ACLV65 RS04580 WP 411864661.1 KMRSGSLITCERAMEEGRDVFAIPDSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
NTDB id 157 SP RS06205 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...................... 282
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