
logo MKKSRKVWFLLAALAGVAI
LLGSTVAGAMVLAACSTSGKGSKDASNTKSPGVTTYTGYVFYNSTSDPTESTLDYTIVTSGNTAGSPTKQTSAIVTVGTNVGI

VDGLLMENADQKYGNL IVPS
NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 MKK.RVFLAAGVAILSTAMLAACSTGGKDATKPVTYTYVFSTDPTTLDYTVSGTASTKQITGNVIDGLLENDQYGNLIPS 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
consensus !!!******!!!!*! ***!!!!!*** *!***!!*!!***!!**!!!**!*!**!!****!**!!!*!*!*!!!!*!!

logo VAEDWTSVSQKDGLTYTYKIRQKGI
VKWYTNSDEGEEYGADENVKTAQKDFVTGLKHAADGKSKSAQGAGI

LYLVQDSVIQAGLDSDYVLNSGAKTTNTKDFSTNVG
NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 VAEDWTVSKDGLTYTYKIRQGVKWYTNEGEEYGEVKAQDFVTGLKHAADKKSQALYLVQDSVQGLDDYVNGKTTDFSTVG 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
consensus !!!!!*!!*!!!!!!!!!!*!*!!!!**!!!!**!*!*!!!!!!!!!!!*!****!!!!!!**!!*!!**!***!!!*!!

logo VKATIDEDYTVLVQYTLNKHKQPESPFYWNSKTTMYGSVLLASFP I
V
S
NEDFLAKSNKGDKDFGKASTDVPTS I LYNGAPYFLLKGSLTSAKSS I EMLTVKNQEHNYWD

NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 VKATDDYTVVYTLNHPESFWNSKTTMGVLAPISEDFLASKGDDFGKATDVTSILYNGAYLLKGLTSKSSIEMTKNQNYWD 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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logo KQKNVFHI
FDDAIKFLSFYFYDGQSDAQEDSALEGVRGFDTEDGHAYPSNALFAPRLVYFKPNTSASNYESARSLVKEEKKYKDNI FVYYGTPAQPRGGAGSTFSYAI SGTVINLIDRVQASYNKFHYSTAK

NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 KQNVFIDDIKLSFFDGQDADSLGRGFDEGHYPAAPLFKNSANYERLKEKYKDNIVYGPQRGGTFYISTNIDRVAYNHTAK 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
consensus !*!!**!*!! !**!!*!***!*!!!**!*!**!*****!*!!*****!!!!!!*!******!**!**!*!!**!***!!

logo

T
K
S
TDASEKTSSTKKALLNKDFRQASLIANFAAIDRKTAAYVQSQMVI FNGDKEDVGAAPTRLGKALVRTNSLFTVPPSTDFVQSVAGEDQKSTFGQDVLAVKTAEEKLMDSKSLYDGSDAEWKSDGV

NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 TSDAEKSSTKKALLNKDFRQSLAFAADRTAAVSQVFGDEVAPRKLRTSFTPPTFVQVGEQSFGQVAKAELDKLDSAWKDV 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
consensus **! !!*!!!!!!!!!!!!! **!!*!! !**!!**!***!****!**!*!**!!**!***!!*************!**!

logo

S
NFLDTADAGSQDSGLHYNVADEKAKATKEFEAVKAKEKDATLQADGVQFPVIHLDLPVNSDSQTSQSTKDILFNI

V
R
AQVAQSYLKQSTI EEQKASLGSDENI

VVIDVIQNQVLSDSDEDI
L

NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 SLDDAQDSLHNVDKAKAKFEVAKKTLQADGVQFPVHLDLPVSSTQTDFIRQAQSYKQSIEEALGSENIVIDIQQVSDDEL 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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EDWDINSVNGNSSVAIGWGSAPDYAQDPSTYLDVI FDKPTTSGSPETNLTLKGTAAFLMGVYADPGDTPDNNPAAI
A
K
A
A
QVGLDKKDFYKDEAL ILDTNDSASAGSEKTST

NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 GNMTVFATSTDNIDWDINVNSGWSPDYADPSTYLDVFDPTSGPTLLGALGVAPGTDNPAIKAVGLDKFKELITDASGEKT 559
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD.DPNNAAAAQVGLKDYDALLDSAASETT 557
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETS 557
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETS 557
consensus *!*!**!******!!!!*****!*!!!*!!!!!!!*!**!!********!** ***!*!***!!!*****!***!**!**

logo DLQNAKVRYSDKRYAKQAQAWLTEDSASLVIPVLHTSVGDNGAQAMPALVITSKRKLVTPGFSTGADSGMLWQVGDKTNSESSNHDSYFYIKYQVKLPQDEKI
VVTSKKEMYDEEQFSRKEKFW

NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 DLQKRYSKYAKAQAWLTDSALVIPVHS.DGAQMLITKKVPGSGADGWVGDKTSE.HSYKYQKLQDKIVTSKEMDEFRKKF 637
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKW 636
NTDB id 324 STU RS16140 WP 011226306.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
NTDB id 292 STER RS06940 WP 011681419.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
consensus !!**!!**!!*!!!!!*!!*!!!!*****!!***!****!**!!***!!!!*!*****!!*!*!*!*!!*!!****!*!*
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NTDB id 1170119 ACLV65 RS03670 WP 411864554.1 ADEKAKSNADYQKNLDRHIQE 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 LKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 LKEKKESNEKAQKDLEKHVK. 657
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X ≥ 50% conserved


