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RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
R YMKQDGKDI IGKMKSDDFRKT AFGRGYQPMVYGLKSIWWITEDNQLVRF FQFQKGLEREFIYRVEKRAKS 153
RLYMKQDGKDIAIGKSKSDDFRKT ABJGRGYQPMVYGLKSEYNITEDNQ VRF FQFQKGLEREFIYRVEKEKS 153

R YMKQDGK TAIGKSKSDDFRKT ABGRGYQPMVYGLKSINNITE NQ VRF FQFQKGLEREFIYRVEKEKS 153
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