
logo MKADEKLFLKKERKSKQRARFNRTAKTERCLAGKYLSRYVLFNDHFVI LFVLLVFLLGFLVALYVQYSQLLKQRHFPEKNHPWPAI LI LFGVLGL IVTLSCVLLLLPLFWGGNIATYMLEAP
NTDB id 1170056 ACLV7Q RS08130 WP 218757140.1 MKDLFLKRKQAFRKECLGYLRYVLNDHFVLFLLVLLGFLAYQYSQLLQHFPENHWPILLFVGITSVLLLLWGGIATYMEA 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !**!!**!***! *!**!*!!!*!!!!*!*!!*!!!!***!!!!!!*!!!*!*!*!*!*******!!**!!*!!!!*!*
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NTDB id 1170056 ACLV7Q RS08130 WP 218757140.1 PDKLFLLVGEEEIKLHLKRQTGISLVFWLFVQTLFLLLFAPLFLAMGYGLPVFLVYVLLVGVGKYFLFRQKASKFFTETG 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!!**!!!*!!!***!*!**!!****!!***!!!***!**!!!!!*!****************!*!*!**!!**!****!

logo LDNWDTDKYVAI SAAGQESNKRKQQVSLI LRKFFASLFTQNVKGI STNSSVKRRGAYLDFGI LKVRVTQKKVDPKEGKHKYI
TWQYNLYLRSAYFLRNSGADLYVFALSLRLLFLALST

NTDB id 1170056 ACLV7Q RS08130 WP 218757140.1 LDWDYVISQESKRKQVLLRFFALFTQVKGISNSVKRRAYLDFILKVVQKVPGKIWQNLYLRSYLRNGALFALSLRLLLLS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !*!* *!**!*!!*!**!*!!*!!!*!!!!**!!!!!*!!!*!!!***!** *!*!!!!!**!!*!***!!!!!!**!*

logo

V
LLAVQIVFFL IVEPQEAKWI

LATMAVVLVVLVFNDYLLLFQLLTALYKHSAHFDAYQYRLMTAQNLFMP I
L
V

D
GKGDQMKQEVKSGNLQKARVLVINRTGLTSQFIVLLVLMVETL IVVQGAI

L
I
C
T
LFQDEL

NTDB id 1170056 ACLV7Q RS08130 WP 218757140.1 VLAQVFIEQAWIATAVVVLFNYLLLFQLLALYHAFDYQYLTQLFPLDKGQKEKGLQAVVRGLTSFVLLVELVVGLITFQE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLIT...QIVLVLTLVQAICLFDL 317
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLIN...QIVLVMTLIQALCLFDL 317
consensus *!********!*!***!!*!*!!!!!!!*!!***!*!!****!*!**!******!**** **!!***!******!**

logo KLFASLLAI L ILVGAIVGMLVLLSVLLVYLPYAQKVLKRKQMMI LDD
NTDB id 1170056 ACLV7Q RS08130 WP 218757140.1 KLALLALLGAGLVLLVLYLPYQVKRQMLD 349
NTDB id 474 HSISS4 RS07765 WP 418080400.1 KFS.LILVGIMLVLSLVYLPAKLKKMID. 344
NTDB id 482 STER RS07725 WP 011681529.1 KFS.LILIGVMLVLSLVYLPAKLKKMID. 344
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