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MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQT|JLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@CRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGL IDRFPEQSII[MFASHCDSCQTJLRPLDLIPISQVFEMFRCRYCKINZYPVWYALFELGLG

MIDMYFFLVGSILASFLGLVIDRFPEQSIISIJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKJNZYPVWYALMELGLG
Pl DL b ks L L bk DLl bl sk bk DL bk LD 011

LS TR NRE LD TH LSS IV AR

LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFELILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWARLSLNQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
EL S
EL S

LSLBQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LSLYQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

U ALRSTEL L CRRAT AL PP VAL

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLARJC IIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV| 219
219
219

K non conserved
B similar
Bl >50% conserved

160
160
160
160
160
160
160



