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NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 MENKKMSLWKQSKPYLAGLQFALLIAFLATIVSNIITVYGPTRIKEMTNIIASGLETSVDVAAVAAIGGFLAAIYVIGLL 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !!!!! !! ! !!! ! *! * !!!! !!! !! !*!!!! * !! *!* ** !* !! *! ! !
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NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 SNYLQAFLFTTAIQRFSERLRRAIAEKINSLPLGYFDGHSQGDTLSRVTNDVDTAAQSLNQSLGTVLSSSLLVLAVLVTM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus ! !* *! !!*!! !!! !!!*!!! *!! !!! !!!!!!!!!!!!!!! !! !!!! *** *!*** * !
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NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 FGMNWILALVTVVSTLVGFAFVSVFMGKSQGFFKSQQQDLAAVNGYVEEMYSGHNVVTSYNAIESTKEEFAKLNHRLYDS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus ! !! **! !! *! !*!!!* !! !! !! ! !!!!!*!!!!!!!*!!!!! *! ! !!* !* !
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NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 IWKSQFISGIMMPIMMFIGNFSYALVIIVGAALALNGHISIGIIVAFMAYVRIFSQPLSQIAQGITSLQQASAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus *!!!!! !!!!!!*! !!!!! ! *!*!!!! *!*!!*!**! !!!!! !!!!!*!!* !!!!!!! !! ! !!!!!!!!
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NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 FLAEEEMEDESHKARQLSDMKGQVVFDRVSFGYTPERTIIHDFSATAHAGQKVAIVGPTGAGKTTIVNLLMKFYEIDKGS 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! !!!*!!! !! *!! * !*! !! ! !!!*!**!!!!!!!!*!*!!!!*!!!!!!!!!!!!!!!!!!*!!!*!*!
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NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 IRIDGVNTKEMKRSEVHDAFSMVLQDTWLFEGTIRDNLIYNQEGISDERVIEASKAVGIHHFIMTLPDGYDTVLDDTVPL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!!! **! ! !!!!!! !!!!!!!!!!!!***!!!!!! *!*!! !! ! !!!!*!!!! !!! !!!!!!!!*!*!

logo SVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDCHLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDCLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDEQLMAEQANGFYADLYNSQFTEDEEVAEE
NTDB id 1170021 ACLV7Q RS01615 WP 218758060.1 HDELMAQAGFYADLYNSQFTEDEAEE 586
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !! !!! !!!!!!!!!!!!!* !**
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