
logo MENKKKTSFLLWKSHQMSARPFYLAKGLYKQALLPFLGLLVAVIAFATI
V
C
VSS ITITVI

YGPDTKR I
LKE I

MTDNLTI
M
S
T
D
KGLAMGTGKIDLDEAKI

V
G
S
E
S IALSFTLAVI

LLYFVAIGAI IL
NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 MENKKTSFWKHSRPFLAGLQLPLLVAVIAAVCSSIITVYGPTKIKEITNLISDGLMTGIDLEAVSSIASFLVILYVIGII 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !!!!! ! * !*! ! * *!!! **!! !!! !! **!!*! ** !! !!!* * !! ! *!! ! *
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NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 LNYTQAYIFSTNIQHFSKRLRTAIAEKINRLPLGYFDRHSQGDTLSRVTNDVDTAAQSLNQSLGTVISASFLLIAVLVTM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus * !! *! !! !!*!! !!! !!!*!!!**!! !!! !!!!!!!!!!!!!!! !! !!!! *** ! !!!* * !
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NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 FSMNWILALVTVVSTLVGFAAVSVIMAKSQGYFKAQQNNLAAVNGYVEEMYSGHNVVTSYNAVDTSKAKFAGLNQNLHDS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus ! !! **! !! *!!!!!!!* !! !! !!! ! !!!!!*!!!!!!!*!!!!* !! ! !! *!* !
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NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 IWKSQFISGIMMPAMFFVGNFSYVLVIIVGAALALEGHISIGIIVAFMVYVRTFSQPLSQIAQGITSLQQASAAMTRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus *!!!!! !!!!!! ! !*!!! !!*!*!!!! *!* !*!**! !!!!! !!! !*!!* !!!!!!! !! ! !!! !!!!
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NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 FLGEEEMEDESHKERQLTNMKGEVVFDQVSFGYTPERTIIHDFSATARAGQKVAIVGPTGAGKTTIVNLLMKFYEIDKGS 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! !!!*!!! !! *!! * ! ! !!*! !!!*!**!!!!!!!!*!*!!!!*!!!!!!!!!!!!!!!!!!*!!!*!*!
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NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 IRIDGVDTKDMKRSEVHDAFSMVLQDTWLFEGTIRENLIYNQTGISDERMMEASKAVGIHHFIMTLPDGYDTILDDTVTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!! *!! ! !!!!!! !!!!!!!!!!!!**!!!!!!! *!*!! ** ! !!!!*!!!! !!! !!!!*!!!*!!!

logo SVGQKQLLTIARALFLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHRLMEGRTSFVIAHRLSTIRNADNL I LVMKRDGNI I EQGNS
NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 SVGQKQLLTIARALFKDAPLLILDEATSSVDTRTEELIQKAMDRLMEGRTSFVIAHRLSTIRNANLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!



logo HDEEQLMAGEQANGFYADLYNSQFTEDEQVAEE
NTDB id 1169980 ACLV7H RS08580 WP 411866938.1 HEELMGQAGFYADLYNSQFTEDQAEE 586
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !* !!* !!!!!!!!!!!!!* !**
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