logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RSO7835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7TH RS07835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RSO7835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RS07835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

[ VLA AR e

i

1

1 )

JRERULAS

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

)0 ) L TATE

EEDGQQYLAMEYVAGLDLKRYIKEHBPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYJKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQ LAMEYVPRGRDLK YI[ HMPLSNREJ] RIMI LEAMWLAHR GI HRDLKPQN LLTDGTAKVTDFGIAVA
PUD Dbk Dl Dok ko Dok D DD Dok 11D

5SRO o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKAT|JQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAEN|4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENKSSVP

Bl EAL RS

QALENV IKATAKKL RY[@NSVSEMYVDLS SLSYNRRNEIJKL FD E\SKADTKTLPKVIJQSTLTSIPKINYAQIAE MR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSI

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHWKSI
..DTKELPK EMBAANSMAAQSLKNKTSNQD
. . DANGRRIQUDPVPS AR EKKAVAAEPSEPT

sk boskk oxx DL ] kkkk | %% * %k *

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
319
319
319
319
318
318



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RSO7835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7TH RS07835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RSO7835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RS07835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

s QavaBEor ARt L LSV, VAL LR T, DN A o oo EEK

Q
PABEJKQPRKKITPAKKKESBNIF STLMKMFLGIRFIGIIIFA
* %k ko sk kok ok oskoskosk |l skok |k sk ok sk ok sk sk sk k ok sk skokokskokoskokokskskokok Dokokskskok | Dk |ooeskoskskk | ok ok ok ok ok kok | okok

gEaSEleE LRI A ARE Mmoo e ke Vot

TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKE
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKRH
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKE
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKRH

KIEEEESNESEA

kokokokok | kk | xox RN NES S Plokokoskoskoskosk Dor Dooskokok Dokoskoskosk Dok Dokokokok Dokoioskok Dskkokk Dokokokok |

TVLHQSLECTTYDLSKATOIVLTVARKATT 1LY RYSTEVISELKCKRPEN 1 REESSESER TS

GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSP
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSP
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSP
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSP

TSl SO WA EVEY .. A6 R

&.ELIL
G TYD SKATTITLIVAKKVTSV MPNYIGSSLEFTNNNLINQIVG KEANIEVVEV
GAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVT
GAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVT,
GAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVT

GAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVT

skook ook sk sk sk kokoksk sk sk kokokok ok |k ] oskok ok %k ok ok ok kokok |k sk k ok kokok ok 1ok kokok ok

398
398
398
398
398
398
398

465
477
477
477
477
465
466

485
557
557
557
557
485
486

559
631
631
631
631
558
564



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1169973 ACLV7H RSO7835 WP 411866842.1
146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1

384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

Bl k|

¥

KTRv

VBDI

A
lY&SKlTE I SSSEQR ﬂéssTS>EAo NaQoNQLPRLE S%T L IsmExSMeeeso

PRAGEBVDLESITR KISIYKPKT|gy TS.SSNPAQRGNQGSTSTPNQGNQQGNQQGNTPSSSSSNHEGSHESSRD

PRAGEKVDLNKTRVKISIYKPKTTSATP
PRAGEKVDLNKTRVKISIYKPKTTSATP|
PRAGEKVDLNKTRVKISIYKPKTTSATP

PRAGEKVDLNKTRVKISIYKPKTTSATP

B similar
>507% conserved

X non conserved

633
659
659
659
659
616
624



