logo

NTDB id 602 KW2 RS03060 WP 011834647.1

NTDB id 611 V4T04 RS07970 WP 003129593.1
NTDB id 376 SMU RS07595 WP 255262720.1

NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1
NTDB id 445 SPYM3 RS01720 WP 002985850.1
NTDB id 330 STU RS11365 WP 002949732.1

NTDB id 298 STER RS01925 WP 002949732.1

NTDB id 1169969 ACLV7H RS07095 WP 045590796.1
NTDB id 282 KZH43 RS03215 WP 000613477.1
NTDB id 246 SPD RS03495 WP 000613477.1

NTDB id 244 SPR RS03300 WP 000613477.1

NTDB id 242 SP RS03655 WP 000613477.1

NTDB id 1223 Cj0192c YP 002343650.1

NTDB id 86 BSU 34540 NP 391334.1

consensus

logo

NTDB id 602 KW2 RS03060 WP 011834647.1

NTDB id 611 V4T04 RS07970 WP 003129593.1
NTDB id 376 SMU RS07595 WP 255262720.1

NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1
NTDB id 445 SPYM3 RS01720 WP 002985850.1
NTDB id 330 STU RS11365 WP 002949732.1

NTDB id 298 STER RS01925 WP 002949732.1

NTDB id 1169969 ACLV7H RS07095 WP 045590796.1
NTDB id 282 KZH43 RS03215 WP 000613477.1
NTDB id 246 SPD RS03495 WP 000613477.1

NTDB id 244 SPR RS03300 WP 000613477.1

NTDB id 242 SP RS03655 WP 000613477.1

NTDB id 1223 Cj0192c YP 002343650.1

NTDB id 86 BSU 34540 NP 391334.1

consensus

logo

NTDB id 602 KW2 RS03060 WP 011834647.1

NTDB id 611 V4T04 RS07970 WP 003129593.1
NTDB id 376 SMU RS07595 WP 255262720.1

NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1
NTDB id 445 SPYM3 RS01720 WP 002985850.1
NTDB id 330 STU RS11365 WP 002949732.1

NTDB id 298 STER RS01925 WP 002949732.1

NTDB id 1169969 ACLV7H RS07095 WP 045590796.1
NTDB id 282 KZH43 RS03215 WP 000613477.1
NTDB id 246 SPD RS03495 WP 000613477.1

NTDB id 244 SPR RS03300 WP 000613477.1

NTDB id 242 SP RS03655 WP 000613477.1

NTDB id 1223 Cj0192c YP 002343650.1

NTDB id 86 BSU 34540 NP 391334.1

consensus

B 1 0 S A NG O

..... y(eag® PINVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANS
..... y(eag® PINVIEQ SRGER YDIYSRLLKDRIIMLTGPVED{MANS
IR SAQEIM IPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNEANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

AT NF KeDWTV

=

RN

PO E LT L L LT T e Do b boe e b LT L1 bkl b

010 TS AR LR, T TATD A

EECEETE
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TASSGWKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMAIYAEMNLLK TR
TASSGE\KGKRFMLPNAEYMMIHQPMGGTGGGTQQ DMATIAAE[LLKTR]S
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTR|s#3
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s831
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRII
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRAN
TASSGE\YKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTR)WN
TASSGI\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRJEN
TASSGE\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRNN
TASSGI\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRJ\NN
TASSGEI\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRJNN

D00

.. LIRINYLIK]
RN itk s Dk Liokr Dok ok

R NN Y R UL e 111+

Ll

e sl

EQIHKDAERDHWMDAKETLEYGFIDEIMENNS 199
ENIHMDAERDEIWMIJAIMETLEYGF IDEIMIANNE] 199

204
INTHMDAERDYWMSA ETLEYGFIDEIMANNI 196
NI HMDAERDYWMSA ETLEYGFIDEIMIANNI 196
El HYDAERDNWMSAQETLEYGFIDEIMNNIN 196
El HYDAERDNWMSAQETLEYGFIDEIMNN(N 196
ENIHEDAERDYWMSAQETLEYGFIDEIMEINNE] 196
Ejl HEMDAERDNWMSAQETLEYGFIDEIMEINNE] 196
El HEDAERDNWMSAQETLEYGFIDEIMEINNE] 196
Ell HEDAERDNWMSAQETLEYGFIDEIMEINNS] 196
Ej HEDAERDNWMSAQETLEYGFIDEIMEINNE] 196

194

197

155
155
160
152
152
152
152
152
152
152
152
152
151
152



(>4 ES

non conserved
similar
>50% conserved



