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NTDB id 599 KW2 RS05940 WP 021037268.1 79
NTDB id 407 SMU RS04605 WP 002262865.1 78
NTDB id 1169964 ACLV7H RS05830 WP 411866630.1 Q 80
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLJXKEFEIKHPSFSILDDC 80
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKLKKSGLTNQQ LJPAVLEYGENVDQELLLGDIA ISGCRNPAVFMERYFQIDDAHLJAKEFQKFPSFSILDDC 80
NTDB id 267 KZH43 RS05590 WP 000705306.1 80
NTDB id 226 SPD RS05990 WP 000705306.1 80
NTDB id 192 SPR RS05715 WP 000705306.1 80
NTDB id 157 SP RS06205 WP 000705306.1 80
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NTDB id 599 KW2 RS05940 WP 021037268.1 2N SIWNTIVSGLAKGIDTA “HjR- A '|GN gy 159

NTDB id 407 SMU RS04605 WP 002262865.1 Q 158
NTDB id 1169964 ACLV7H RS05830 WP 411866630.1 peAIINTREGOINANNRSINIRIBNED QY MRICR) B S ReTVEAMDQ AN [ AT IR Te) NV (e R gl VN 0.V iele 160
NTDB id 525 SMSK321 RS06295 WP 000705298.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 497 SM12261 RS05565 WP 000705318.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 267 KZH43 RS05590 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 226 SPD RS05990 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 192 SPR RS05715 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 157 SP RS06205 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
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NTDB id 599 KW2 RS05940 WP 021037268.1 239
NTDB id 407 SMU RS04605 WP 002262865.1 238
NTDB id 1169964 ACLV7H RS05830 WP 411866630.1 RN NeINIAANAIRY SN GANN) IGNHLVLSEYGPE PLKFHFPARNRITAGLCRGVIVAEA 240
NTDB id 525 SMSK321 RS06295 WP 000705298.1 TIAVIGTGLDVFYPKANKRLQDYINDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR.GVIVAEAKMRSGSLITCERAMEE 240
NTDB id 497 SM12261 RS05565 WP 000705318.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCERAMEE 240
NTDB id 267 KZH43 RS05590 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCERAMEE 240
NTDB id 226 SPD RS05990 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCERAMEE 240
NTDB id 192 SPR RS05715 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCERAMEE 240
NTDB id 157 SP RS06205 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEE 240
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NTDB id 599 KW2 RS05940 WP 021037268.1 282
NTDB id 407 SMU RS04605 WP 002262865.1 280
NTDB id 1169964 ACLV7H RS05830 WP 411866630.1 . 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF] 282
NTDB id 226 SPD RS05990 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
NTDB id 192 SPR RS05715 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
NTDB id 157 SP RS06205 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
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