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MIDIMYFFLVGSILASFLGLVIDRFPEQSII|##YASHCDSCQTRLRPLDLIPI SQVI{E§RFRCRYCKRRYPEWYALFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCK

YPVWYALBELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTELRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF®CRYCKVRYPVWYALFELGLG
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LFLJ\ SWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWHMTFHLIL AJJEGWNLVMVJJFLILGILAHFIDIRMG GDFL
LLFLEYSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLAALGILAHFIDIRMGAGDFL
LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFMNLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
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ARG B L

FLASCALVEFSEATELLILIQFASATGILAFLLQKKKERLPFVPFLLLAAC IIFGKLLLYV 219
FLASCALVFSENTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWCVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219

K non conserved
B similar
Bl >50% conserved
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