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NTDB id 1169874 ACKWRP RS22475 WP 000947757.1 MLSELSIRNFAIIEALNISFQKGLTVLSGETGAGKSIIIDAISLLVGGRGSAEFVRYGTEKAEIEGLFYVEDDKHPCIEK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
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NTDB id 1169874 ACKWRP RS22475 WP 000947757.1 AEELDIEIEDGMIILKRDIAANGKSVCRVNGKLVTLSVLKEIGKTLVDIHGQHETQDLMNEERHLFMLDHFDGERIVKQL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
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consensus * !!! ! ! *!*! !*** !* **!* !!!!!!!* *!*! !! *!*!! !! !!!!!!!!* !!!!!! !

logo VEDE I LAEYADSKI EEQE IDFQTI ENKRDSVHI
L
E
Q
S
T
L
TKKEQLDKESLVEGKSDVI

V
A
L
K
VEAATLNLVSNQI

MRHKETLWAEKHKLATDNAE IHQRELKESLYMEKSTKTFDETVERFI IK
NTDB id 1169874 ACKWRP RS22475 WP 000947757.1 VEEILAYADKIEQEIFTIENKDVHIETTKKQLKELESVILKEATLLSNMRHELAEHLTNAIHQELKELYMEKTKFEVRII 400
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NTDB id 1169874 ACKWRP RS22475 WP 000947757.1 K..REGNAEEPLVEGAPVRLTADGYDHVEFYISTNPGEPLKPLSKVASGGELSRIILALKSIFSKHQGVASVIFDEVDTG 478
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