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KLBTtA{TSéA{EA{AA QKQA TSV ADSAQSSSSA AA AE{NE SNYTVtSN QQQA KIEVtEFF YF H A
MKSRHLALGVAALFALAACDSKVQTSVPADSAPAAMSAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA
MKSRHLALGVAALFALAACDSKVQTSVPADSAPAAMSAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA
MK]# TLALTSLTLLALAACSKQA TSVPADSAMN HSAFAAPABLNEGENYTVL BPIPQQQAGK EVLEFFGYFCPHCA

e e

LEPVLSKHAKSFKDDMYLRTEHVVWQKEMLPLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQ PEVLKKWLGEQT
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLJJLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQEPEVLKKWLGEQT
HLEPVLSIZHWK FKDD@WY RIIEHVVWEWEMSPLARLAAAV MA |98 SDKANSHIFDAMVNQKINLA T TLKKWLSEQT

i KMAA!E; ESQARARé QEHEIFQ 0 KY@VEF&DV@S 0TI AKOREECRe

AFDGKKVLAAYESPESQARA KMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAAYESPESQARAWKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAA E PESQARA QM ELTNKFQISGTPTVIVGGKYQVEFKDW SGMTTIDQLVDKVREEQKKPQ 231
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