
logo MKFLSRKTHLLAPLGTSVALATLFLALAACDSKSKQAVEQTSVPLALDSAPQALSASASVSLAAPSAQAAPYAAEGLNTVEGEQVDNYLTVLADSKNTP IPQEQQPAGKVI EVLEFFGYFCVPHCHA
NTDB id 1169731 ACH8EK RS09505 WP 003689466.1 MKFKHLLP....................LL...LSAVLSAQAYALTEGEDYLVLDKPIPQEQPGKIEVLEFFGYFCVHCH 57
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAPAA.SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA 79
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA 80
consensus !! **!** * ***** ******** * ** !****! !! *!*!! !!!!*!*!!*!!!!!!!!!!*!!*

logo HFLDEPLVLLSEKLHAGIKASTLFPKSDDMTYMLRRTEHVVWGQRDKPEMKLGPTLARMLAAAVDEKLMS
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VANSAHVI FKDAVMYVENQKIKNRLAEQDNPRTADETVALGKKWALGLSSEQKT

NTDB id 1169731 ACH8EK RS09505 WP 003689466.1 HFDPLLLKLGKALPSDTYLRTEHVVWRPEMLGLARMAAAVKLSGL..KYQANSAVFKAVYEQKIRLENRAVAGKWALSQK 135
NTDB id 1098 NMB RS01465 WP 002224844.1 HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT 159
NTDB id 1099 NMB RS01545 WP 002215704.1 HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLSEQT 158
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logo

G
AFDGKKLVMLRAAFYDEASPEASAQAVRAADLQKMEQKELTNEKQTYFGQI SDSGTPTVIVGGKYKQRVI

EFAKNNDGFWDEQGSGVMHNTTIKDELQLAVADKVREERQKAKRAPQTQPAVQK
NTDB id 1169731 ACH8EK RS09505 WP 003689466.1 GFDGKKLMRAYDSPEAAAVALKMQKLTEQYGIDSTPTVIVGGKYRVIFNNGFDGGVHTIKELVAKVREERKRQTPAVQK 214
NTDB id 1098 NMB RS01465 WP 002224844.1 AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFAD.WESGMNTIDLLADKVREEQKAAQ..... 232
NTDB id 1099 NMB RS01545 WP 002215704.1 AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKD.WQSGMTTIDQLVDKVREEQKKPQ..... 231
consensus *!!!!!***!***!!**!*! *!**!!* **!**!!!!!!!!!!*!*! * ***!* !!* !**!!!!!*!* *
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