
logo MKNNDCFLRLKNPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMINPTIDSDSNKKN
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
NTDB id 1169713 ACH8EK RS03800 WP 169577276.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo YNLYMTGNSHYATLPPHTLSTAYSVSGDGDFAKI
L
D
N
A
N
M
L
K
I
T
SKGKTQDLAEKAQLKDRFSGYELKNQALPDAAVDAIHRYAVCKDSSGDKAPTLSGGNATFSSNCDDNK

NTDB id 1087 NMV RS07485 WP 014574103.1 YNLYMGNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLSGNAFSSNCDN 160
NTDB id 1169713 ACH8EK RS03800 WP 169577276.1 YNLYTGSYTP....TYSGGDFKLNNLISKKDLAKAQLDRFGYELKQALPDAVDIRYAVCKDSSGKAPTLSGGTFSSNCDD 156
NTDB id 1137 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSGNTFSSNCDK 156
NTDB id 1121 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSGNTFSSNCDK 156
consensus !!!!*!** * ****!!!*******!**!!*!!!*!!*!!!!*!!!!!**!*!!!!!!!!! !!!!!!**!!!!!!*

logo KANGDTL IKVLWVNDSAGDSDI FSRTNLEVSGDSNIVYTYQARVGGRE
NTDB id 1087 NMV RS07485 WP 014574103.1 KANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
NTDB id 1169713 ACH8EK RS03800 WP 169577276.1 KANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 202
NTDB id 1137 NGFG RS02425 WP 003694976.1 KANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 KANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!
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