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NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 MPRHGHMGPGGANEKAKDFKGTLKKLLHYMSVFKVQMAFIVIFAICGTVFDIVGPKILGKATTEIYNGLVSKVSGGSGMD 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK......ID 60
consensus ************** ! ! * !* *! * !!! !* * **!! ! ! * !! !*******!

logo

F
L
D
G
K
R IGEQIALLMTLTALGLLYFLAIGSALCVSFYI

T
A
Q
G
S
F
Y
I
L
M
V
S
T
G
T
L
V
I
SQKFTSTQYRLRKNAE IASDEKINKRMVPLMKNYFDSTHKPSQVGDETVLSRVTNDI

VDLTLMGTQSFLN
NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 FGRIGQILLMTLGLYLISALCSFIQGYLMTGVSQKTTYRLRKEISEKINRMPMNYFDTKPVGEVLSRVTNDIDTLGQSLN 160
NTDB id 370 SMU RS04260 WP 002263294.1 LDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFN 140
consensus *!! ! ! !! !!*!* **** * !! * !!! ! *!!!**!* !!!*** !* !!!!!!!*! * !! !
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NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 QSATQMITSVTTLIGVLAMMLSISPLMTLATLVILPVSMILISFVMKHSQKYFRGQQEYLGNVNGQVEEIYSGHNIIKAF 240
NTDB id 370 SMU RS04260 WP 002263294.1 QSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSY 220
consensus !! !* * !!! * !!* * * ** ** *! * *! *!!* !* !! !* ! ! !!!*!!!!!** *
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NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 NKEEDVIREFDTTNDRLYDSAWRSQFFSGMMMPIMQFIGNLGYVVVAILGGFLAIRKTIEVGDIQSFIQYVKRFTQPIQQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 NAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQ 300
consensus ! * !* !! !* ! !*!!!!!!*!!!*!!!!!! !!!*!*!*!* *!! ! *! ! !* !!* !!!!! !

logo IAQGVAINTMQLQMSATANAAMSEGRVFEFLDEEEEEIDEDQETNVEHHKPVKVQSLVEKNLVEGNVNSFDHNVFHFGYNSAPDKI
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NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 IAQVANMLQMTAAASERVFEFLEEEEEDQTVEHPVSVENLEGNVSFDHVHFGYNADKIIVNDFSAEVKEGQKIAIVGPTG 400
NTDB id 370 SMU RS04260 WP 002263294.1 IAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTG 380
consensus !!! !! !! !!!!!!*!!! * *** *! *!!!! !!*!*!!! *!! !**!!!!* ! !!!!!!!!!!!
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NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 AGKTTMIKLLMRFYDVNSGAIKIDGHDVRDFNRSELREMFGMVLQDTWLFNGSIRDNIKYGKLDATDEEVIQAAKAAHVH 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVH 460
consensus !!!!!** !!!!!!*! ! ! !!!* **! ! !*** !*!!!!!!!!! !****!* ! * !!! !! !!!! *!!
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NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 QFVKTLPGGYDMELNEEANNVSQGQKQLLTIARAILADPKILILDEATSSVDTRTEVLIQKAMDNLMKGRTSFVIAHRLS 560
NTDB id 370 SMU RS04260 WP 002263294.1 HFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLS 539
consensus *!*!!!! !!! ! * * *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!!*!!!*!! !!!!!!!!!!!!



logo TIRDNADLMI LVMKRDGDNI IVEQGNSHDEEQLLMAEKGNGFYADLYNSQFETEKETTVAEVA
NTDB id 1168448 ACFY52 RS03970 WP 022037775.1 TIRDADMILVMKDGDIVEQGNHEELLAKGGFYADLYNSQFEKTTEVA 607
NTDB id 370 SMU RS04260 WP 002263294.1 TIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !!! !!*!!!!*!! !*!!! !* !*! !!!!!!!!!!! **
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