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NTDB id 1274 LPP RS09530 WP 011214168.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAIT.....NNALPATQAA. 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAIT.....NNALPATQAA. 68
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQAGTCFAGGATAVTAADK 75
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE......GAVPTKL..S 67
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.....EGSFPATTAGT 75
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.....EGSFPATTAGT 75
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.....EGSFPATTAGT 75
NTDB id 1168048 ACFEL6 RS16425 WP 375321213.1 ..MKQHQGQKGFTLIELMIVVAVIGVLSAIAMPQYQKYVAKAEVASALATLTGIKTNVEAY.....SVENGAFPA..SGT 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
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NTDB id 1274 LPP RS09530 WP 011214168.1 .TGYVSPAATP...NVASIAI....GANGVITITYTAAAGGGTIVMTP....TLQANGDVTWTCTGGTL...LAKYRPAS 133
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .TGYVSPAATP...NVQSIAI....GANGVITITYTAAAGGGTIIMTP....TLQANGDVTWTCTGGTL...LAKYRPAS 133
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 ..............VSGKYGDAEIGGTAPNCTITYTFKSSGVSNKLTSTKIVMNV.SETGILTKNSGTDTP..VELLPQS 138
NTDB id 1038 H0N27 RS01510 WP 000993725.1 DVGFTAATSS....VCATYSIDAFTETDGAGKITCTLKG...NPKIATKIVELTR.STDGAWTCVSDVP....TEFLPKG 135
NTDB id 1184 GTF74 RS02335 WP 000649326.1 AAGFTRLGTVEDM.GDGKIVIAPTASGALGGTIKYTFDAGVVS....SSKIQLAR.DANGLWTCSTTV....TSEIAPKG 145
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AAGFTRLGTVEDM.GDGKIVIAPTASGALGGTIKYTFDAGVVS....SSKIQLAR.DANGLWTCSTTV....TSEIAPKG 145
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AAGFTRLGTVEDM.GDGKIVIAPTASGALGGTIKYTFDAGVVS....SSKIQLAR.DANGLWTCSTTV....TSEIAPKG 145
NTDB id 1168048 ACFEL6 RS16425 WP 375321213.1 ES...DLGVPAS.IPGGAIAFSAS.SSAGSGTITYTFASAGVSTLLTNKKFQLARTGGDGSWKCDAPAGTPVTDDLLPKH 146
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EV...PLGVAADANKLGTIALKPD.PADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQD....EQFIPKG 147
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NTDB id 1274 LPP RS09530 WP 011214168.1 CRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 CRP........... 136
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 FVAS.......... 142
NTDB id 1038 H0N27 RS01510 WP 000993725.1 CTAGTPTEGAITSL 149
NTDB id 1184 GTF74 RS02335 WP 000649326.1 CTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 CTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 CTAGATIN...... 153
NTDB id 1168048 ACFEL6 RS16425 WP 375321213.1 CK............ 148
NTDB id 1192 PAKAF RS23870 WP 024947914.1 CSK........... 150
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