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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 ...................................................MEKKQHFKRLQNTLMLAFLVLSITPLSII 29
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 GTSLEKTYSHVRTMVEN..SKNKDNIPVIFSDFSYVNGESISWFAAPIVQQGYLHSFVLFKLPNTGLANLLDNTQENTSI 267
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 KTYFVGEDSYSRISTSDTD..KNLSKNMAAALSGKTDVGSFMDKNEQKVLAAFTAIHIDDHTWGLSIELPEKEAFARIQQ 345
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 LEQIFIIAMIIAIVSVVIASHFLSNSITAPLLRLTWAAERVSAGDLDQDMISTDRKDEIGRLAVSFARMQRSIREKIQLI 425
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 KAQNEELEANLTVIQNKNNELEAADKLKDEFLATTSHELRTPLHGMVGIAEALYTGANGPISASHKHQLEIIINSGQRLT 505
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 NLVNDLLDYHKMRHGNLDINRHVADLSSATSLVLELSQHLLGHKSIRIINQVDKSLPSVYADEQRLEQVLYNLIGNAIKY 585
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 TSEGKIVISASVIDQFLRVQVVDTGHGIPADELEHIFEPLIQAGHDSNRYRQGSGLGLSISRQLIELMGGSLYVSSQPMV 665
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 GATFSFTIPLATKAQIQQYKQFSKEDIAHYQTPEILEYNLDELAEKSPENPDGPLLLVADDEPVNLQVLSSFLRLEGYRV 745
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA...RLTELPHFQAPEVLDSELPEQ.SNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRV 796
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 KTANDGPETLQVLQEEKPELLLLDVMMPGMSGYEVCQSLRQQYDHSQLPIIMLTALNQTQDRIRGFESGANDYLSKPFNK 825
NTDB id 1143 A1552VC RS01965 WP 001883436.1 HTAQDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNK 876
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 QELAARIKAHLQASQAEVFLNENGRLQQEIRHREKIEASLLETQAHILEQLNHAHEAIVCAKNDGYIQYVNQSAAKLFQR 905
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QELAARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRR 956
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 TEEQLSRYTIDELIAKRSLIENKQNYRGNIDVYIDGSIEQINADLLHLPAESGLSLMLIVSHTHEASEQRIHDLENAVEA 985
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TPEQLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEA 1036
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 LSAFAFEGDKQKLDSLSLVGGDIAQLANKANENKEDKGIIMRELIVDGMTSGLTYWEEGTGQTKYTLAEESGLWRVYLDR 1065
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LSSYAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDR 1116
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NTDB id 1168046 ACFEL6 RS16165 WP 375321187.1 STLQTRTLDKYLRVETLPKTPRWRTVISTLEYILDHCELHNPQRDKLIRIKDKLKILISSN 1126
NTDB id 1143 A1552VC RS01965 WP 001883436.1 STLQTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
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