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NTDB id 1237 CJE RS01260 WP 002876312.1 SNFRYAEAPTNLKYTQYGNCKVYTD....FKAKRFYPANYSKGWIARSYLYMSKTYNIRLSDQERKLMEAWDKQYPMDEK 215
NTDB id 1167900 AB8523 RS10330 WP 369151537.1 SNYKFSMIE.S.EERKYGACDFEIYKNKKTKIRVAEPPKNSRGDIARIYFYMQDKYGLEFTDETFYLMKYWNEIDPIDEW 218
NTDB id 1178 HJ37 RS00640 WP 001082313.1 SNFRFGMIP.N.ESRAYGQCDFEVD....FKDRRAEPPANRQGDIARIYFYMRDQYGLRLSRQQTQLFEAWSRMDPVDEW 204
NTDB id 1303 VF RS02230 WP 011261220.1 SNFRFSQWNGN.KGAYYGQCAFKVD....FKGRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQLMNAWDKQYPVSEW 209
NTDB id 1297 VP RS12690 WP 005461720.1 SNFNFSQWNGM.DGVSYGRCDMQVN....FKQRKVMPPDRARGSIARTYLYMSKEYGFKLSKQQTQLMSAWNKTYPVDKW 205
NTDB id 1148 A1552VC RS01200 WP 000972596.1 SNFSFSQWNGV.DGVTYGQCEMQVN....FKERTAMPPERARGAIARTYLYMSEQYGLRLSKAQSQLMQAWNNQYPVSEW 206
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NTDB id 1237 CJE RS01260 WP 002876312.1 EKRIRALL.................. 223
NTDB id 1167900 AB8523 RS10330 WP 369151537.1 EKERIRRILEIQE............. 231
NTDB id 1178 HJ37 RS00640 WP 001082313.1 EKLRDLRIRGIQGKSNCYVSGSC... 227
NTDB id 1303 VF RS02230 WP 011261220.1 ECERDKRIAKIQGNHNQFVYKACRK. 234
NTDB id 1297 VP RS12690 WP 005461720.1 ECERDKRIAKVQGNHNPFVQEACRAL 231
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ECVRDQRIEKVQGNSNRFVREQCPN. 231
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