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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 MSNQPKRNGPKFGPGGMHGMRGGEKAKDFKGTLGKLFKYLRPYYFRLVIVVIFASASTVFAIVGPKILAKATDKLSEGIM 80
NTDB id 370 SMU RS04260 WP 002263294.1 ........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL. 55
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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 AKVAGTGGIDFDYIGQIILILVGLYLISALFSYIQGFITSTISQRVAYDLRTSISQKMDRMPLSYFDKHTSGDILSRVTN 160
NTDB id 370 SMU RS04260 WP 002263294.1 .....AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTN 130
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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 DIDTIAQSLNQSMSQVITSTVTVIGIFIMMLTISPVMTLIAVCVLPVSMVLIGLVMKRSQKYFARQQAALGDVNGHIEEM 240
NTDB id 370 SMU RS04260 WP 002263294.1 DVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEV 210
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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 YGGHNVVKAFNGEAASVEQFNEYNDNLYESAWKSQFFSGLMQPITGFVGNVGYVAVCLLGGVLAGGGSITIGDIQAFIQY 320
NTDB id 370 SMU RS04260 WP 002263294.1 YSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTY 290
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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 VRQFNQPITQLAQTMNMLQSTAAAAERVFEFLGEEELEPETPKVTADEVAKVEGSVTFADVNFGYLKDQTIINDFSLHVH 400
NTDB id 370 SMU RS04260 WP 002263294.1 VRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKV..KQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAK 368
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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 AGQTVAIVGPTGAGKTTIVKLLMRFYELNSGSILIDGKDIRDFGRQDLRSLFGMVLQDTWLFNGTIKENLMYGKLDASDE 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDE 448
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NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 EVKEACKVAYVDHFVQTLENGYETMINEESSNISQGQKQLLTIARAFLKDPKILILDEATSSVDTRTEVLIQKGMEKLME 560
NTDB id 370 SMU RS04260 WP 002263294.1 QVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLME 527
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logo GRTSFVIAHRLSTIRDNADLTI ILVMKRDGDNI IVELQGNSHDQSLLMAEKDNGFYADSLYNRSQFETEGESDVAE
NTDB id 1167681 AB2L78 RS10140 WP 003537635.1 GRTSFVIAHRLSTIRDADTIIVMKDGDIVELGNHDSLLAKDGFYASLYRSQFEGSDE 617
NTDB id 370 SMU RS04260 WP 002263294.1 GRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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