
logo MDDHAYSTKDELQPTI
VENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNNPRFSQQQSDVL I S IGDYYFHM

NTDB id 116702 AW02 RS07310 WP 003154622.1 MDDHAYSKELQPTIENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSNNPRFSQQQSDVLISIGDYYFHM 85
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGDYYFHM 85
consensus !!!!!!*!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo PPTKEDFEQHLPHLGTLNQSYRNPKAQMSLTKAKHNLVLQEKYVGLMKEKPLAVAPNRQQPAYHKPVFKKLGESYF
NTDB id 116702 AW02 RS07310 WP 003154622.1 PPTKEDFQHLPHLGTLNQSYRNPKAQMSLTKAKNVLQKYVGLKEKPLAANRQQPAYHKPVFKKLGESYF 154
NTDB id 88 BSU 14020 NP 389285.1 PPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!**!! !!!*!!!!! *!!!!!!!!!!!!!!!!!!!!
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