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NTDB id 1272 LPP RS04360 WP 010946546.1 ..MKARLIAILLSFIVIPFSS............................QAENEPQKTPAKQVLVKGKINLNTADVYSLT 50
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..MKARLIAILLSFIVIPFSS............................QAENEPQKTPAKQVLVKGKINLNTADVYSLT 50
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL..FTSVVLCGALVVS.....SSFAEEKATXQT...AQ......SVVTTQAEAQVAPAVVSDKLNINTATASEIQ 62
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYTFSLLFG.LFSA.....TTFAEEKVTTST...EH......TPVVMQQ.VAATQKVNANVVNINTATASEIQ 62
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWAT.LLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ 79
NTDB id 1166594 AB5Y62 RS11675 WP 004736087.1 ..MRTIYSTLLLSFLMALSS.............................PAFSDSPTKAELYDGIEITVNINTATAEELS 49
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPL...........................LANAEETAPAAQVEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPL...........................LANAEETAPAAQVEEGIVITVNINTASAEELA 53
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAP...........................MSWAE.TKTKADKYEGIEITVNVNSATAQEIA 45
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAP...........................LSLAA..DTKADKYEGIEITVNINTASAEEIA 44
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