
logo MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRNHQLNGSDQVE I IDI SP
NTDB id 1166579 AB5Y62 RS02630 WP 017079953.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRNQLNGSDVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!*!!!! !!!!!!!!

logo MGCRTGFYMSL IGATPSTEQQVADQAGWLAAMQDVLKVENSQENKQIPELNEYQCGTAAMHSLDEEAKADIAKNANI
V IAAGI SVNKRNDELA

NTDB id 1166579 AB5Y62 RS02630 WP 017079953.1 MGCRTGFYMSLIGTPSEQQVADGWLAAMQDVLKVENQNKIPELNEYQCGTAAMHSLDEAKDIANAIIAAGISVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !*!!!!! *!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!*!!! !! *!!!!!!!!*!!!!!

logo LPESMLNQELKI
V
D
H

NTDB id 1166579 AB5Y62 RS02630 WP 017079953.1 LPESMLQELKID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!!*!!!**

X non conserved
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X ≥ 50% conserved


