
logo MS IVSNATVTKVEEFDFLENDQAEATLTEPVELAETDAELGTSDEEKALKVARTVEVGKAKKSETDEAVKREEFVDEAVSTASKSLDATQLMYLGSE IGFSPLLTAEEEVLY
NTDB id 1166576 AB5Y62 RS02505 WP 004735404.1 MSISNAVTK.EEFDLNQATTEPEA....LG...KAKRTVKKKTEAKEEVEVTSKSLDATQLYLGEIGFSPLLTAEEEVLY 72
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!! !!!*!!!! !* ****! *** * *!! * * !!!!!!!*!! !!!!!!!!!!!!!!!!

logo ARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 1166576 AB5Y62 RS02505 WP 004735404.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 152
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IALSEKLDKRPVDGDVSTKMLRLNER I
VSSVDTP IGGDGDEKALLDI ILP

NTDB id 1166576 AB5Y62 RS02505 WP 004735404.1 NQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIASKLDKPVGDVSKMLRLNERVSSVDTPIGGDGEKALLDIIP 232
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!! !!*!!!!!!!!*!!!!!!!!!!!*!!!!!!*!

logo DI
S
H
NNASDPEFVSTQDDSDIKRENSL ILFNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INSLTRERVRQIQVEGLRRLRE I L IVK

NTDB id 1166576 AB5Y62 RS02505 WP 004735404.1 DINNSDPEVSTQDSDIKNSLIFWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREISLTRERVRQIQVEGLRRLREILIK 312
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! *! !!! !!!! !!* !!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!

logo QGLNMEANLFNVENYDN
NTDB id 1166576 AB5Y62 RS02505 WP 004735404.1 QGLNMENLFNVEND. 326
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!! !!!!! !*

X non conserved

X similar

X ≥ 50% conserved


