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NTDB id 1166492 AB3222 RS07740 WP 150280855.1 .........MKQYSLTKIVLTGIIAGVIGGGALLYGQR..GVENLQTSTQKVNTKASETSTIPKNATATTAYDKISDAVV 69
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK.......TTVSNVIYDTKSNTTKAVKNVKNTVV 73
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQ.....KTATTVTTSYKNSNSTTEAVDKVKDAVV 74
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
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NTDB id 1166492 AB3222 RS07740 WP 150280855.1 SVLNFSQTGQRRYE................ESSEGSGVIYKKAGDSAYIVTNNHVISGASKIQVMMHDGKKVEASLVGKD 133
NTDB id 381 SMU RS09890 WP 002262650.1 SVINYQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSD 153
NTDB id 425 SGO RS10525 WP 012131081.1 SVITYSESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTD 149
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVITYSANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 215 SPD RS10945 WP 000681597.1 SVITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 181 SPR RS10425 WP 000681597.1 SVITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 145 SP RS11450 WP 000681597.1 SVITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
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NTDB id 1166492 AB3222 RS07740 WP 150280855.1 IMTDLAVLKMDAKNVTATASFGDSNKIQVGQKVLAIGSPLGSQYASSVTQGIISAKKRLVEASSENGQSYGGSTVIQTDA 213
NTDB id 381 SMU RS09890 WP 002262650.1 TYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDA 232
NTDB id 425 SGO RS10525 WP 012131081.1 TYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDA 228
NTDB id 539 SM12261 RS09395 WP 000681587.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDT 227
NTDB id 256 KZH43 RS10270 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDT 227
NTDB id 215 SPD RS10945 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDT 227
NTDB id 181 SPR RS10425 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDT 227
NTDB id 145 SP RS11450 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDT 227
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NTDB id 1166492 AB3222 RS07740 WP 150280855.1 AINPGNSGGPLINFAGQVIGINSMKLSSS...SSGTSVEGMGFAIPSDQVVNIVNELVKNGKITRPAIGISLVELSEITV 290
NTDB id 381 SMU RS09890 WP 002262650.1 AINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEAST 312
NTDB id 425 SGO RS10525 WP 012131081.1 AINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSS 306
NTDB id 539 SM12261 RS09395 WP 000681587.1 AINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINT 303
NTDB id 256 KZH43 RS10270 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVST 303
NTDB id 215 SPD RS10945 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVST 303
NTDB id 181 SPR RS10425 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVST 303
NTDB id 145 SP RS11450 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVST 303
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NTDB id 1166492 AB3222 RS07740 WP 150280855.1 DDQKALLKIPETVTGGVVVMGTTDNGPAAKAGLKKYDVITAIEGKTVAGQADLREELYKHKLGDTISVTYYHQATKHTVN 370
NTDB id 381 SMU RS09890 WP 002262650.1 SGR.DTLKIPSDVTSGIVVLSTQSGM.PADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVE 390
NTDB id 425 SGO RS10525 WP 012131081.1 SSS.DRLKLPDNVKNGVVVRSTQTGM.PADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTT 384
NTDB id 539 SM12261 RS09395 WP 000681587.1 SDI.RRLNIPSNVTSGVVVRSVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 256 KZH43 RS10270 WP 000681597.1 SDI.RRLNIPSNVTSGVIVRSVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 215 SPD RS10945 WP 000681597.1 SDI.RRLNIPSNVTSGVIVRSVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 181 SPR RS10425 WP 000681597.1 SDI.RRLNIPSNVTSGVIVRSVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 145 SP RS11450 WP 000681597.1 SDI.RRLNIPSNVTSGVIVRSVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
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logo IQKLDTNQKKTSLTSDQGSDLNSEHSE
NTDB id 1166492 AB3222 RS07740 WP 150280855.1 IKLTQKLGS.... 379
NTDB id 381 SMU RS09890 WP 002262650.1 IQLTKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 IKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 IKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 IKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 IKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 IKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 IKLNKSSGDLES. 393
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