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NTDB id 1166247 AB3215 RS08675 WP 367367416.1 AQQIVLSALAPLGADYVAIVQKAFDERWIDVVENKGKRTGAYSSGAYDTKPFILLNWQNNLNNVYTLVHEMGHSVHSYLT 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFT 397
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NTDB id 1166247 AB3215 RS08675 WP 367367416.1 RHNQEYHYGDYPIFLAEIASTTNEGLLTDYLLETNSDPKFRAYVLNQYLDGFKGTVFRQTQFAEFEQWIHEQSANGTALT 479
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NTDB id 1166247 AB3215 RS08675 WP 367367416.1 YALNIIQKAGVDMSQAEYLKQAFAVFETRLSELETLLSK..... 596
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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