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NTDB id 1166242 AB3215 RS07330 WP 367367252.1 .........MAQSTLTKTVLTGVIAGLVGGGVILYAQEGIEQSSTQTTVHTTATKTSSISKNATATTAYNKVSNAVVSVL 71
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGN..KSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSVI 76
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTP..HSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVI 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQK..STEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQK..SSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQK..SSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQK..SSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQK..SSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
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NTDB id 1166242 AB3215 RS07330 WP 367367252.1 NFSKSGQNYE.................ESSEGSGVIYKKADQSAFIVTNNHVIDGAAKIQVMLHNGKKVTATLVGKDAMT 134
NTDB id 381 SMU RS09890 WP 002262650.1 NYQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYS 156
NTDB id 425 SGO RS10525 WP 012131081.1 TYSESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYS 152
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYSANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 215 SPD RS10945 WP 000681597.1 TYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 181 SPR RS10425 WP 000681597.1 TYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 145 SP RS11450 WP 000681597.1 TYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
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NTDB id 1166242 AB3215 RS07330 WP 367367252.1 DLAVLKIESDNVTTTAEFGDSSKIAVGENVLAIGSPLGSEYASSVTQGIISAKKRLVEATSENGQNYGGSTVIQTDAAIN 214
NTDB id 381 SMU RS09890 WP 002262650.1 DLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDAAIN 235
NTDB id 425 SGO RS10525 WP 012131081.1 DISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDAAIN 231
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAIN 230
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAIN 230
NTDB id 215 SPD RS10945 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAIN 230
NTDB id 181 SPR RS10425 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAIN 230
NTDB id 145 SP RS11450 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAIN 230
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NTDB id 1166242 AB3215 RS07330 WP 367367252.1 PGNSGGPLINFAGQVIGINSMKLSTS...SSGTSVEGMGFAIPSDQVVDVVNKLVKDGKITRPAIGIGLVNLSEVTADDQ 291
NTDB id 381 SMU RS09890 WP 002262650.1 PGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG. 314
NTDB id 425 SGO RS10525 WP 012131081.1 PGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS. 308
NTDB id 539 SM12261 RS09395 WP 000681587.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD. 305
NTDB id 256 KZH43 RS10270 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD. 305
NTDB id 215 SPD RS10945 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD. 305
NTDB id 181 SPR RS10425 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD. 305
NTDB id 145 SP RS11450 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD. 305
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NTDB id 1166242 AB3215 RS07330 WP 367367252.1 KSTLKIPDSVTGGVVVMSLTKKGPADTAGLKKYDVIVGIDGKKVTTQADLREELYKHKLGDTVTLTYYHHSNKKTVKVKL 371
NTDB id 381 SMU RS09890 WP 002262650.1 RDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQL 393
NTDB id 425 SGO RS10525 WP 012131081.1 SDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKL 387
NTDB id 539 SM12261 RS09395 WP 000681587.1 IRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 256 KZH43 RS10270 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 215 SPD RS10945 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 181 SPR RS10425 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 145 SP RS11450 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKL 384
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NTDB id 1166242 AB3215 RS07330 WP 367367252.1 TQKLAS.... 377
NTDB id 381 SMU RS09890 WP 002262650.1 TKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 TKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 DKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 NKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 NKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 NKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 NKSSGDLES. 393
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