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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 MKKLLGRLNKKEWGLIGLSALLIIIQVGLELQIPSYMTQITTALEMKGTSTSDVLKPGGLMLMLSILSMLTSIAVGFIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !* !!! !!!!** !! !** ! **! ! !!**!!! ! !!!* !!** !! !!! ! ! * !!!*!
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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 KVAAGFAARLRASVFGQVMDYSNADIKQFSVPSLLTRSTNDITQIQQFVAMGMQVIIKAPITAIWAISKIANKGWQWTTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! ! !!! *! !!!!! !*!! !!*!!!!!!*!!!*!!*! * !!!!!* **!! !*!!**!! ! !! !
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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 TGVAVLVLVAMLTVILTLVQPRFKIVQGLTDRLNAVIRENLNGIRVVHAYNAEDYQNNKFQTANDNLTKTNLFANRVLAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!!** !!*!** * !! * !! !!! !! !! ! !*!!!*!!!!!!!! !! ! !!!! !! !** !
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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 MNPGMSLISNGLTLAVYAIGAVLIQSA............VMSSKLSLFSNMIVFSSYAMQVIMGFLLLSIIFVILPRVTV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!! !***! !!!!!*! !!! !** ************ * **!*!! !*!!!!!!!!!**!!*** !!*!!!! !

logo SAIKSR INEVLADLVANPSS IVHFYKPESEYSKVATDPNVATRSKQAGEVI
VEFHRDVSFRFYASAKNTESARANVI ENHLVSFSTAVKQAPGEQTLVAFI IGSTGSGKSTTLVLVDNL ILAPR

NTDB id 1166087 AB3231 RS00230 WP 105960920.1 SISRINEVLDVAPSIHYPSESVTPVTSQAVIEFRDVSFRFAATEANVINHLSFTVQPGQTLAIIGSTGSGKTTVLDLLAR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus ! !!!!!! * *!*!** ! * * *!!*!!!!!* !! !*!!* *! !*! !!!!!!!!*!** !**!
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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 RYDVTEGEILVDGVNVKAYPEAELNRKIGYVPQKAVLFSGTIRSNIDFGQTDEHAAALTDDEINEALAIAQASDFVDEST 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQ..APLDDAKIWEALELAQAKNFVEEKE 478
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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 DGLDTPVAQHGDNFSGGQKQRLAIARAVARKSAILMFDDSFSALDYATDQKLRHALREKASGTTKVIVAQRISTIMDADQ 548
NTDB id 369 SMU RS04255 WP 002263293.1 KGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADH 558
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NTDB id 1166087 AB3231 RS00230 WP 105960920.1 IIVLDEGNVAGIGTHQSLLADNQVYQEIAYSQLSKEELA... 587
NTDB id 369 SMU RS04255 WP 002263293.1 ILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !*!!! ! ! ! !!! !!! ! *!!!!!!!!!!!!!! ***
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