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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 ................................................MVSGLVLCLGGCRFWLARRTYEQPVRPNNQVY 32
NTDB id 614 LCA RS05330 WP 011374769.1 MKNNWIYPVICLISLNSLMLGGQSWLTWSLLLLAFVKLISLRQTQITIMTIGLCLV.YGGRFWISYHSVTQPQQPVAQYF 79
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 KIQPDTIKVAGDQIQLMAQGQNDDQRVVCYYRCQSSAEKRRWQTTNQPLLLAGDIELERIQGATNRNEFDYARFMGQQKH 112
NTDB id 614 LCA RS05330 WP 011374769.1 KVQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKRIQGATNQNEFDYARFLAQQKR 159
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 CFYQANIIDGTVFRRIPPQGWLDWFHQRRQQGLIYLRQLPPALSFHAEALLCGVRESDGLAYQNVLGQLGIIHLLSLSGL 192
NTDB id 614 LCA RS05330 WP 011374769.1 CFYQLTLAKKTTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGIIHLLSLSGL 239
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 QPYLLISMGGLLSYLMAFGLIYQRRHGTFTTAFWLGLLSLPVCLRFNYRWHILTILINGIVAPIFLPVMLGLIMVAICLW 352
NTDB id 614 LCA RS05330 WP 011374769.1 QPYLLHSMGGILSYLMAFALIYIGEGSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNALVTPIYLPIVLGLAIVASVML 399
consensus !!!!!*!!!!*!!!!!!!*!!! * !! !*!! !!!!!!!!!!!!!!!*!!!**!**! !!*!!**!!! *!! **

logo PVSHNLMI
VVNWGLCEEGWLLQTLTI

LYKGLAGLWI
V
A
V
Q
T
F
IPHYAMTITFGKIPQL ILPLFLL IV I

T
G
V
S
TLLWL IMADGSQTAGI

R
R
S
A
N
K
QWGRKWRLKGRATLVI

VSLYLVAI SF ILAG
NTDB id 1165943 AB3225 RS00600 WP 367370309.1 PVSHMIVWLEEGLLTTLYKGLAWIATFPYATITFGKIQLIPLFLIVIGTLWLMASTGRRAKWGW...GAVISLYVISFIG 429
NTDB id 614 LCA RS05330 WP 011374769.1 PVSNLVVNGCEWLLQLIYKGLGLVVQIPHAMITFGKIPLLPLLLIVTVSLLLIDGQAISNQWRKRLKRTLVSLYLASFLA 479
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 IHFNPVGRVIMFDIGQGDSLLVQQPFNRHNLLIDTGGRLALPQEKWQRRQIVSRAEKVTVNYLYSCGIDHLEAIALSHQD 509
NTDB id 614 LCA RS05330 WP 011374769.1 IHFNPTGRVVMFDIGQGDSLLIQTPFNRHQLLIDTGGRLALPQAAWQRRAQVSRAEKVTVNYLYSQGVDHIDAVALSHQD 559
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 ADHIGDLNEIMQHIRVKRLICAAGLPQNRQFQRQVRPHLTKVAIEPYLAGQHFMIGHQQINVLAPVVAGPGGNADSLVLQ 589
NTDB id 614 LCA RS05330 WP 011374769.1 ADHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPFLATVQIEPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQ 639
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 TQIGGASWLFTGDLEKAGEVAIVDRYPQLRVDYLKVGHHGSQTASDPQSIATWQVKGALISAGRHNRYGHPHAATLQTLK 669
NTDB id 614 LCA RS05330 WP 011374769.1 AQIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHGSKTASDPTVIKKLHLKGALISTGRENRYGHPHQETLTTLQ 719
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NTDB id 1165943 AB3225 RS00600 WP 367370309.1 RANVPFWNTADCGMLEWRYGFGQVPMIKTTLKDCD. 704
NTDB id 614 LCA RS05330 WP 011374769.1 AAKVPYWLTAQQGMLTWAYGPGQSEKLQTTIKDSEK 755
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