
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGLPVSDE I
TKKDEFVRASEKRKPTDSLPVLAELAAQE I

MRSYQP
NTDB id 1165904 AB3Y92 RS07500 WP 058014107.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVSDTKKEVRAERKTDSLPVLAELAAQEMRSYQP 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGS..PSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQP 78
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!****!* !!* ! !*!*!!!!!!!!!!!!!*!!!!!

logo

P
Q
A
SQQSQSNVQSAPQSTLGLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNM

NTDB id 1165904 AB3Y92 RS07500 WP 058014107.1 PAQSQSNSASTLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNM 160
NTDB id 79 BSU 14240 NP 389307.1 QSQQQSVQPQ...LQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNM 155
consensus * ! !! * *** * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTFMQSL IKMYPEVKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 1165904 AB3Y92 RS07500 WP 058014107.1 TTFMQSLIKMYPEVKKPYRGQYILEGDIQTEDE... 193
NTDB id 79 BSU 14240 NP 389307.1 TTFMQSLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*! * * ***

X non conserved

X similar

X ≥ 50% conserved


