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NTDB id 1165853 AB3221 RS01470 WP 081038321.1 MTRLLIYFLTFVIGACCASFLTVCAWRWPLGLSITWPGSRCDFCHHALAWYDLCPIISYLILRGHCRYCDTRIQHHFFTS 80
NTDB id 623 LCA RS08810 WP 011375453.1 ...MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQSLAWHDLLPLFSYLYLRGHCRTCHAQIKPTFLFS 77
consensus ****!*! * ! !!!!!!!!!!!!!! !* !! ! !*!!*!** !!!*!!*!* !!! !!!!!! !* ! *! !
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NTDB id 1165853 AB3221 RS01470 WP 081038321.1 EVIGGLLACCLASQYFTPQIGYLLLILYLLSLVDIFHTALYPVPMVLAFMPLFIDYWPTNHWLSALLIGSTLSVINYFSD 160
NTDB id 623 LCA RS08810 WP 011375453.1 ELIGGLLACFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWAS 157
consensus !*!!!!!!!** ! ** **!!!*!!* *!!!!*!* !!!*!* *!!! !!! !!!! !** ** ! * !*
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NTDB id 1165853 AB3221 RS01470 WP 081038321.1 GIGTGDIELLAILGLWFGLEVTLSMLLIACLLCLIKYLIDSLHHPVVLALVGRRPIPFVPYISYGVLIVLFIANT 235
NTDB id 623 LCA RS08810 WP 011375453.1 GFGFGDVELLTILTLWVGLESVLRILLAACLICILFQGIKKIW...PSPKQATRQIPFIPYISMGVVIILLQTPQ 229
consensus ! ! !!*!!! !! !! !!! ! *!! !!!*!** ! ****** * * !*!!!*!!!! !!*!*! *
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