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NTDB id 116580 F783 RS01840 WP 005015354.1 AASPVPAVPEPVAAPVVPPAPSPSAIAPAAAAEPAAAPKKASWLNRLKQGLARTG....QSIGGIFVGVKVDENLFEELESALIM 147
NTDB id 1118 NGFG RS11455 WP 003696286.1 AAERVESAKEAVAET......VGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 116580 F783 RS01840 WP 005015354.1 ADAGIEATEKLLTELRARVKKDRIEDAAQVKTALRQLLTQHLKPLERSFDLTR.TQPLVVMIAGVNGAGKTTSIGKLAHTFQRQG 231
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQG 245
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NTDB id 116580 F783 RS01840 WP 005015354.1 ASVLLAAGDTFRAAAREQLVEWGTRNNVTVIAQEGGDPAAVAFDAVNAGRARGVGVVMIDTAGRLPTQLHLMEELKKIRRVISKA 316
NTDB id 1118 NGFG RS11455 WP 003696286.1 KSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKA 330
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NTDB id 116580 F783 RS01840 WP 005015354.1 DAAAPHEVLLVVDGNTGQNALAQIRAFDAAIQLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPVPVYWIGVGEGLEDLQPFVAEEF 401
NTDB id 1118 NGFG RS11455 WP 003696286.1 IPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGVGEGIDDLRPFDARAF 411
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NTDB id 116580 F783 RS01840 WP 005015354.1 ASALLAD 408
NTDB id 1118 NGFG RS11455 WP 003696286.1 VDALLD. 417
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