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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 MLQELSIKNFAIIDQLDVAFKNGMTVLTGETGAGKSIIIDAVGLLAGGRGSANFVRTGTDKAVIQGSFVFPTGGTTYQVL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 DELGIDHDDGSVILQREIHQNGRNTCRVNGMLVNTNTLKRIGETAVDIHGQNEHQELMQPEKHLGMLDEFAGSPVAKLRQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 RYQAVYQQYTQLQATLENKRANEKEWAQHLDMLKFQVKEIESAQLQPGEEDDLVAERDRLDNFQRINDALQLVQITLTGE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 DTAPGANDQISGAMQAMQGIADFDPAFKQIAASLESAYYALSDAVGDVSSQLDLLEWDEGRLDEIERRLDVINQLKRKYG 320
NTDB id 352 BSU 24240 NP 390304.2 ...QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYG 317
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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 DSEGQVLKYFDKIAAELKQMQSTDETADDLETQVATQRTTLLKLGEQLSKARKQSAEKLETAIHGELADLYMDKTVFAVH 400
NTDB id 352 BSU 24240 NP 390304.2 ATVEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTE 397
consensus * *! ! !! !* !* ! * ! * * * * **! !! ! !! !! !! !!!*!* ! *

logo FKTRVRSKTASRNEEAPLVNGQNPQVPQLVLTESQTGI
LDHLVEKFLYI

L
R
STNPTGEAPLMKRPSLASKI

VASGGELSR I
VMLAI

LKSTI FSESQSQDGI
VTS I I FDEVD

NTDB id 1165667 AB3234 RS06895 WP 125582873.1 FTRSK.............NQPVLSTGLDHVEFYLRTNPGEAMRPLAKIASGGELSRIMLALKTIFSESQGITSIIFDEVD 467
NTDB id 352 BSU 24240 NP 390304.2 FKVRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVD 477
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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 TGVSGRVAQAIAEKISGIARASQVLCITHLPQVAAMADHHYFIAKEIKGDRTETQLTRLSEQDRVSEIARMSAGTQVTKL 547
NTDB id 352 BSU 24240 NP 390304.2 TGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDL 557
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NTDB id 1165667 AB3234 RS06895 WP 125582873.1 ALEHASELLGLADEVKEKHTKKKK 571
NTDB id 352 BSU 24240 NP 390304.2 TKRHAKELLKQADQVKTTG..... 576
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