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NTDB id 1165665 AB3234 RS05485 WP 125579827.1 MITTIITFIIVFGILVIVHEFGHFYFAKRGGILVREFSIGMGPKLVYHRGKDGTTYTLRLLPVGGYVRMAGAEDDEEEIK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 1165665 AB3234 RS05485 WP 125579827.1 PGTPVSLYIGADEKVQRINTSKKSTLFNGIPLEVTGTDLEDELWIEGYENGDEAEVKRYSVAHNATIIEGDGTELQIAPK 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
consensus *!*!*!!**!*!*!!*!!!*!*********!**!!**!!!!*!*!*!***!* *!*!*!*!*!!!*!*!!!!!*!!!!
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NTDB id 1165665 AB3234 RS05485 WP 125579827.1 DVQFQSATLGRRLMTNFAGPMNNILLAIVTFMLMSFVQGGVAMGTNQ.VQVASAPISVAKKAGVQANDKITAVNGKKTTS 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVA..NGGAAQVSGLKTGDAIVAINKDKVTD 234
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVA..NGGAAQVSGLKTGDAIVAINKDKVTD 234
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NTDB id 1165665 AB3234 RS05485 WP 125579827.1 WTDLSNAIQPLANKKT.....TLTIKRGSAT.KHITVTPAGQKSNGKTVGMIGITQAQDKHIGAILASGFTQTWTMTKAL 313
NTDB id 323 STU RS10650 WP 011225396.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QKSQGS..YFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QESQGS..YFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
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MFAQTMTSSAQATSQEYSGALVIGSVI LNDFLLMAGFMLS INLAGIVFNLLIP IPALDGGKI LVLMNFI I EA IRRKPLSNEQ
NTDB id 1165665 AB3234 RS05485 WP 125579827.1 FGALWHMVSGHFSLNDLGGPVAIFATTSQATQYGAVGVLNFLAFLSINLAIVNLLPIPALDGGKILLNFIEAIRRKPLSE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 291 STER RS01205 WP 011680685.1 LATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
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NTDB id 1165665 AB3234 RS05485 WP 125579827.1 NVEAAITLVGVGFLVLLMLLVTWNDIERYFIH 425
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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