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NTDB id 1165626 AB3219 RS09075 WP 216762653.1 NIKQILAYDQKVSDELHSMIDSESDEGQMEEKLEKLQESLKKTAITLSQTRKKAAKHLKIAVHEQLQQLYMDKAEFEVHF 400
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NTDB id 1165626 AB3219 RS09075 WP 216762653.1 SQT.............DDLKFKPTGIDNVEFYLRTNTGEAMGPLSRIASGGELSRIMLALKTIFAKSQGVTSIIFDEVDT 467
NTDB id 352 BSU 24240 NP 390304.2 KVRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDT 478
consensus ************* ** * !!! ! ! * !!!!!** *!!**!!!!!!!!*!!!*!*!! ! !!!!!!!!!!!

logo GVSGRVAQAIAEKIHKKL IVASGIGYSQVLC ITHLPQVAAEMADHTHQLFYI
V
A
SKEVI

LKDGRTETTKRLVKNDPLDSKTDQEGKRVAQE I
L
A
GRMI

LAGSVETVTDKLST
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