
logo MLYVALSMIVGVLWNSSKVLSTFLF I LLLY IATYRKNKIVYAP I SLFL I I FSSWYLHYSQQAI FNYINYI ERNPSQFNERVAQ
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 MLYVALSMIVGVLWNSSKVLSTFLFILLLYIAYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNPQFNERVQ 80
NTDB id 22 SA RS07995 WP 001557362.1 MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ 80
NTDB id 38 MW RS08220 WP 001566670.1 MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!

logo VIQIQRQGSDTYKGRLSLKNE IYPFFLTNDKKNFDLKKI ESRNC IVKGQFKVI
N
E
DNKFVTLKLQS IVVQSCLESNRSNL I EK

NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVIDNKFVTLKLQSIVVQSCLESNRSNLIEK 160
NTDB id 22 SA RS07995 WP 001557362.1 VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNENKFVTLKLQSIVVQSCLESNRSNLIEK 160
NTDB id 38 MW RS08220 WP 001566670.1 VIQIQRQGSDTYKGRLSLKNEIYPFFLTNKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HKQF IMNR IYDSGIKFPDR IMAL ITGDVKE INEQFKERVKE IG IYHLLAVSGSHIAAIVFL IYKQPLKRLNLPLFVIKGIT
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT 240
NTDB id 22 SA RS07995 WP 001557362.1 HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT 240
NTDB id 38 MW RS08220 WP 001566670.1 HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYKPLKRLNLPLFVIKGIT 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo I IVLTALYFAQYTNYAPSAVRAI IMTTLVLL ITKQIKIKGIQLLAFVAF I IMF I LNPLVVYDIGFQFSF I I SFF IMLLFPFLQ
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFVFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ 320
NTDB id 22 SA RS07995 WP 001557362.1 IIVLTLYAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ 320
NTDB id 38 MW RS08220 WP 001566670.1 IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ 320
consensus !!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QLSKLQSLF I ITF IAQLASF IVAIPNFHQLQWVGLFLSNL I FVPYYS I I LFPLS I LFF ITSHF IVGLMTPLNYLVDLSFNFH
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGLLSNLIFVPYYSIILFPLSILFFITSHFIVGLMPLNYLVDLSFNFH 400
NTDB id 22 SA RS07995 WP 001557362.1 QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH 400
NTDB id 38 MW RS08220 WP 001566670.1 QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo DWLLDLFTR IKQSHFSVTPKFNDWI F I I F I I SVYYI FWLLAKRKYI LVTVFWTI I I LTLL ITFPTNSHHKITMLNVGQGDS I
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 DWLLDLFTRIKQSHFSVPKFNDWIFIIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI 480
NTDB id 22 SA RS07995 WP 001557362.1 DWLLDLFTRIKQSHFSVPKFNDWIFIIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI 480
NTDB id 38 MW RS08220 WP 001566670.1 DWLLDLFTRIKQSHFSVTKFNDWIFIIFIISVYYIFWLLAKRKYILVTVWTIIILTLLITFPTNSHHKITMLNVGQGDSI 480
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LYEGGKNQNVL IDTGGKVINDDTKQPSYS I SKYHI LPTLNERGINELEYL I LTHPHNDHIGELVEYI I SHIKIKHI EV IYNKG
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 LYEGGKNQNVLIDTGGKVINDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGELEYIISHIKIKHIVIYNKG 560
NTDB id 22 SA RS07995 WP 001557362.1 LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG 560
NTDB id 38 MW RS08220 WP 001566670.1 LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIEIYNKG 560
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!

logo YSSNTLMLLSKLSHKYNVIKL IMDVRQVSSFKLGDSSFLFFDSF IPNSRDKNEYS I ITMITYQNKKVLLMGDASKNNESLLL
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 YSSNTLMLLSKLSHKYNVKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL 640
NTDB id 22 SA RS07995 WP 001557362.1 YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL 640
NTDB id 38 MW RS08220 WP 001566670.1 YSSNTLMLLSKLSHKYNIKLIDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL 640
consensus !!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KKYNLPE IDI LKVGHHGSKTSSSKEF I EMIKPKI SL I SSGKNNMYHLPNI EVVKRLQR IRSR IYNSQQNGQVTIDLDDNL
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL 720
NTDB id 22 SA RS07995 WP 001557362.1 KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL 720
NTDB id 38 MW RS08220 WP 001566670.1 KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVDSNSYGNASGL
NTDB id 1165141 ACE4RB RS13010 WP 001807826.1 KVDSNSYGNASGL 733
NTDB id 22 SA RS07995 WP 001557362.1 KVDSNSYGNASGL 733
NTDB id 38 MW RS08220 WP 001566670.1 KVDSNSYGNASGL 733
consensus !!!!!!!!!!!!!
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