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NTDB id 116487 YC6258 RS30845 WP 052830057.1 HITPDDRFVIDLTVTQDQVGDIVS....GLVTIDRNQLDTQVLVDNGQTVVLGGIFQSSDVQSIYKTPLLGDLPFIGVLF 209
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALF 548
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALF 548
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALF 557
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QITPDNRIIVEVKVTKDAPDYQNMLN..GVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLF 684
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITPDGKILMELNIANDSINS.YAQN..GEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLF 680
consensus *!********** ******* * * *****************!*!*!*!!** ** ******!**!**!*** !!
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SELVLVI FLIVTPYHKRLVIMILVENTIKSADNQETAGQAIKELVISTASGILHINETGHTAERILEKGQRKESAEKDGKVKYK

NTDB id 1381 A4U84 RS02010 WP 021113424.1 SQSQDKISKRELVIFVTPYIVKSEKIG.AEKQK...... 420
NTDB id 1373 NTHI RS02645 WP 011272046.1 SKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1347 HI 0435 AAC22094.1 SKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 116487 YC6258 RS30845 WP 052830057.1 RRTTNSQEKSELLIFITPKLVEDQLTSH........... 237
NTDB id 1186 GTF74 RS01320 WP 000788426.1 RRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
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