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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 116486 YC6258 RS24220 WP 044619164.1 .MDTLATALIIDDEPDIVELLEITLGRMGLGTIAATSLAQAQKLLAEKEIHICLTDMNLPDGNGLDLVETIQQKYSNIPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 116486 YC6258 RS24220 WP 044619164.1 AVISAHGTMDSAIDALKRGAFDFVSKPVDLQQLRDLVHSALKLANRIRKPENEINRQANLIGKSEPFIELLDNAEKLARS 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA...EEAPVDNRLLGESPPMRALRNQIGKLARS 155
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logo QAAPVYFVINSTGESGSTGKEVL IVANRYLVIHENRLQSGNPRAISEGQRPFVIPAI
VNCGAIPTSELMESELFFGHKKGSFTGATIAEQDKEQGFL IFLQSAAHNSGGSTLFLDE

NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 116486 YC6258 RS24220 WP 044619164.1 QAAVFINGESGTGKELIARYIHNQGPRAEQPFIAVNCGAIPSELMESEFFGHKKGSFTGAIADKEGFFQAANGGTLFLDE 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!*!***!!!!*!!!**!***! ***! ! !!***!!!!!!*!!!!!!*!!!!!!!!!!!* !!*!****! !!*!!!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 116486 YC6258 RS24220 WP 044619164.1 VADLPLNMQVKLLRAIQEKSIRPVGSQKELPVNVRILSASHKNLLDEVEDQNFRQDLFYRINVIQLDIPPLRERFEDIPL 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 116486 YC6258 RS24220 WP 044619164.1 LAHHYLEKLATSYGVRPRELTRSAQEALQVYDFPGNIRELENILERAFAMSDGAKIEPKDLALRRNDSS.......ASLS 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA.......SQ.E 387
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 116486 YC6258 RS24220 WP 044619164.1 SGSSLSALETPEYEAGSNLEDYLESIERKVITDALEATRWNKTAAAKNLGITFRAMRYKLKKLGLE....... 458
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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