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NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFALG 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEFKQTREANFAVVRD 75
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNR 76
NTDB id 116467 YC6258 RS03800 WP 044615870.1 ....MEFDKLLRLMVEKGASDLFITAGVAPSMKIHGQVVPITKNPLSPEKTRELVLSVMTERQRESFIDTNECNFAISAR 76
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR 76
consensus *** *!********!!*****!******* !** ** * *** * ** ** *** **** *! ** !**!** *

logo

E
G
D
K
K
N
S
I
A
E
GRFRVNSAFMQYFQRDEGNMNLATVPAGAGMVMILRLR IPETKNTRVIRPRSTFPTIADEDEMLHGKLPEPQDI

T
V
V
L
I
Q
K
D
E
K
N
Q

I
M
LAI

L
N
M
S
A
T
P
KRGI

L
I
V I
L
V
F
S
T
VGPATGSTGKSTTSMLASAMTIDQGYHI

RNKRTQTHNKRSSTKLGHI
NTDB id 1307 DR RS10055 WP 010888596.1 .DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
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NTDB id 116467 YC6258 RS03800 WP 044615870.1 G.IGRFRVSAFFQRNLTAMVLRRIETRIPRTEELGLPDVLKQMAMTKRGLVIFVGATGTGKSTSLAAMIGHRNRNSKGHI 155
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