logo

NTDB id 1163069
NTDB id 352 BSU
consensus

logo

NTDB id 1163069
NTDB id 352 BSU
consensus

logo

NTDB id 1163069
NTDB id 352 BSU
consensus

logo

NTDB id 1163069
NTDB id 352 BSU
consensus

logo

NTDB id 1163069
NTDB id 352 BSU
consensus

logo

NTDB id 1163069
NTDB id 352 BSU
consensus

logo

NTDB id 1163069
NTDB id 352 BSU
consensus

BSU RS13165 WP 003230267.

24240 NP 390304.2

BSU RS13165 WP 003230267.

24240 NP 390304.2

BSU RS13165 WP 003230267.

24240 NP 390304.2

BSU RS13165 WP 003230267 .

24240 NP 390304.2

BSU RS13165 WP 003230267.

24240 NP 390304.2

BSU RS13165 WP 003230267.

24240 NP 390304.2

BSU RS13165 WP 003230267 .

24240 NP 390304.2

AL MEA L TFERAT A0 DRLLTRSEFRY el ALY LY A

MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI
MLAELSIKNFAITEELTVSFERGLTVLTGETGAGKSITIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGTI
I

DA IV RRISTSV ALAVASAE LD L EE CLURRAEENATE S

DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV
DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYYV]
PULLL e rrrrrrrrrrrrrrrrrnd

HLURALEEE L CRLEE ELE R GRS FE LA LD L

KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE

KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE
| N T T O T I T T T T T O O I I |

00 DL LR U LY ATED Y e

DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR
DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR
PULLL L et

L ELRELE OUACARTSURAT AL R ALY EOTEEFR A VL

DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID
DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID
PELLL L rrrrrrrrrrrrrrrrrrrrrnd

PO LS ELA LA SO D AR A L L

LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQV
LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQATAEKIHKVSIGSQVLCITHLPQV
I R

A A AL TR R A LA

AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG,
AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG]
N

576
576

85

170
170

255
255

340
340

425
425

510
510



[><] e

non conserved
similar
> 50% conserved



