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MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG
NTDB id 1162937 ABNR97 RS09385 WP 232017972.1 ................................................................................ 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVL IT
NTDB id 1162937 ABNR97 RS09385 WP 232017972.1 ................................................................................ 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDL IKPLE
MKPRLVALPRETKEPFVIMLAGA

I
NGAEGKQGTATDS IWGVKLLAPEKY

NTDB id 1162937 ABNR97 RS09385 WP 232017972.1 .............................................MKRLVAR............A..AEQGADWVLLPEY 21
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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LSEQTATGKDECSAGAVVCLFGGTDVAPLVQASAPEKARGIDIVLADTAGRLPTQLHLM
NTDB id 1162937 ABNR97 RS09385 WP 232017972.1 WV......LMGANDTGKLAL...AEPLGGGRFQTALSETAKECGVVLFGGTVPLQSPEARGIDIVLADTAGRLPTQLHLM 92
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCF...DAVQAAKARGIDIVLADTAGRLPTQLHLM 317
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logo EE IKKVKRVLQKAIPGAPHE I IVVLDANIGQNAVNQVKAFDDALGLTGL IVTKLDGTAKGGI LAALASDRPVPVRYIGVG
NTDB id 1162937 ABNR97 RS09385 WP 232017972.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 172
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
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logo EGIDDLRPFDARAFVDALLD
NTDB id 1162937 ABNR97 RS09385 WP 232017972.1 EGIDDLRPFDARAFVDALLD 192
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!!!!!
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